IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G274200

Gene Model: Misin02G274200.3.p
Description: McsEXPB-25
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE
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Query seq. HLPAVGVEPPPLSCRGKPPL OPPLLIRCLNS THDACSGRAKRY T TOHNYYPVSK YHFDLSGT AFGAMAK TEL NDKLRHAGT IDTCF REVPCNY NGLNVNE RACWGSNINY AL CYAGKDGAW 0L METERAT GHP TGV TP RVSUGHVURL DTHRPLOPPFSL RVRSDEGKTL VANV IPADUKPHTDIYPS SYF PE
Superfanilies OPEE_R1pA_ERP_N-1ike superfamily

PLNO302T
List of domain hits d
+ Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family cl41724 double-psi beta-barrel fold of RIpA. N-terminal domain of expansins, and similar domains; The 26-92 3.46e-37
[+ PLN03023 super family ci3. Expansin-like B1; Provisional 26-202 443e-25

>MCcsEXPB-25

MLPAVGVEPPPLSCRGKPPLDPPLLIRCLNSTHDACSGRAKRVIITDMNYYPVSKYHF
DLSGTAFGAMAKTGLNDKLRHAGIIDIQFRRVPCNYNGLNVNFRVQVGSNQNYFAV
LVQYAGKDGAVVQLDLMETDRATGKPTGVWTPMRVSWGAVWRLDTKRPLQPPFS
LRVRSDSGKTLVANNVIPADWKPMTDYPSSVQFP*

CDS (coding sequence)
>McsEXPB-25

ATGCTACCAGCTGTAGGAGTGGAGCCCCCCCCCCTCAGCTGTAGGGGGAAGCCCC
CCCTAGATCCGCCCCTGCTGATACGGTGCCTCAATAGCACCCACGACGCTTGCTC
CGGCAGAGCGAAGCGTGTGATCATCACCGACATGAACTACTACCCGGTGTCCAA
GTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGACCGGGCTC
AACGACAAGCTCCGCCACGCGGGCATCATCGACATCCAGTTCAGGCGGGTGLCCCT
GCAACTACAATGGCCTGAACGTCAACTTCCGCGTCCAGGTGGGCTCCAACCAGAA
CTACTTCGCGGTGCTGGTGCAGTACGCGGGCAAGGACGGCGCCGTGGTGCAGCTG
GACCTGATGGAGACCGACAGGGCCACCGGCAAGCCGACGGGCGTGTGGACGLCCG
ATGCGCGTGTCGTGGGGCGCCGTCTGGCGCCTGGACACCAAGCGCCCGCTGCAGC
CGCCCTTCTCGCTGCGCGTTCGGAGCGACTCCGGCAAGACGCTGGTGGCCAACAA
CGTCATCCCGGCCGACTGGAAGCCGATGACCGACTACCCCTCCTCCGTCCAGTTC
CCCTAG

Nucleotide
>McsEXPB-25

TGTTGTCCTCCGGTCGACCAACAAAAACACCGACGACCGAACATCCAAGTACAA
GTACTCGCTAATCTTGAAAATTATAAGTGACTAGCTGCTGGTTCCATCGAGCTGA
GATGGCCGCCGCCGTGATCTCCATCTCCTCCTCAAAGGTTGCTGCACTCGCTGCAC
TGTTCGTGGTGCTCGCGATGTACGCCGAGGCGGCGAGCCCCAACGGCGGCTGGCA
GGCGGCCAAGGCCACCTGGTACGGCGCGCCCAACGGCGCCGGCCCTGACGACAA
CGGTACGTGCGTGCGTCCCCGCACACGGTGGTTGCTACTACCAATGCCCGTGTGC
ATGTCTGACGTTGTCGTGTCATATCTGTGCAGGCGGCGCGTGCGGGTTCAAGAAC
ACCAACCAGTACCCGTACATGTCCATGACGTCGTGCGGTAACCAGCCCCTGTTCA



AGGACGGCAAGGGCTGCGGCGCATGCTACCAGGTAGTAGAGTACTCTACAAATA
AATTACTAGTTAATCTAGACACAGTTACTACTCTAATCTGGTCAACAGTGGCGGA
TGTAGGACAGGATTGAAGGTTTCTTCTTCTTCCTCTCTCTCTATTTTATTCTTTCCT
CCACCTCTTCTTCTCCCTCACCCTCTCTATATTTTCATTGATGCATCAGCTGTAGGA
GTGGAGCCCCCCCCCCTCAGCTGTAGGGGGAAGCCCCCCCTAGATCCGCCCCTGC
TGGTCAGTTAATTTGATAGTAGGTCAACCGTAGCAGTAACCCTTTAATATCCTCG
ATACTGACGACGTTGTTGAAAACCCATCAGATACGGTGCCTCAATAGCACCCACG
ACGCTTGCTCCGGCAGAGCGAAGCGTGTGATCATCACCGACATGAACTACTACCC
GGTGTCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAG
ACCGGGCTCAACGACAAGCTCCGCCACGCGGGCATCATCGACATCCAGTTCAGGC
GGGTGCCCTGCAACTACAATGGCCTGAACGTCAACTTCCGCGTCCAGGTGGGCTC
CAACCAGAACTACTTCGCGGTGCTGGTGCAGTACGCGGGCAAGGACGGCGCCGT
GGTGCAGCTGGACCTGATGGAGACCGACAGGGCCACCGGCAAGCCGACGGGEGT
GTGGACGCCGATGCGCGTGTCGTGGGGCGCCGTCTGGCGCCTGGACACCAAGCG
CCCGCTGCAGCCGCCCTTCTCGCTGCGCGTTCGGAGCGACTCCGGCAAGACGCTG
GTGGCCAACAACGTCATCCCGGCCGACTGGAAGCCGATGACCGACTACCCCTCCT
CCGTCCAGTTCCCCTAGCCGCGCGCTGTGATCACCCGGATCGTTGTTATTCGTCCG
ATTAATTATGTGTTGTCGTTGTGAGTAGAGGCTAGACCCTCGTTCCATTATCTTAA
AAAATGGTGTTGTCGACGTTGTAAGTACGTGTCTTCAGATGCGTGGGATAATGGA
GGAGGCAATGTGATCTCCCGCCCACCATTGCAACATTTGAAAATAATAACATGCT
GTTTGT






