
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.06G209100 

Gene Model: SbRio.06G209100.1.p 

Description: SbrEXPA-23 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPA-23 

MAPPLLLFLFLLPALAAGHQHPSSYGSSALSEWRPAKASYYAADPEDAIGGACGFGD

LGKHGYGMATVGLSTALFERGAACGGCYEVKCVEDLKYCLPGTSIVVTATNFCAPN

YGLPADAGGHCNPPNHHFLLPIQSFEKIALWKAGIMPIQYRRVKCLREGGVRFSVNG

RHFFFTVLISNVGGAGDVRSVKIKGTELGWLSMGRNWGQVWHINCDMRGQPLSFEL

SSSDGKTLTSFNVVPKDWEYGKTYTGKQFLL* 

CDS (coding sequence) 

>SbrEXPA-23 

ATGGCTCCGCCGCTCCTGCTCTTCCTCTTCCTCCTCCCGGCCCTCGCCGCCGGACA

CCAGCACCCGTCCTCCTATGGTTCGTCCGCGCTCTCCGAGTGGCGCCCCGCCAAG

GCATCCTACTACGCCGCCGACCCCGAAGACGCCATCGGTGGGGCGTGCGGGTTCG

GGGATCTGGGGAAGCACGGGTACGGGATGGCGACGGTGGGGCTGAGCACGGCGC

TGTTCGAGCGCGGCGCGGCGTGCGGCGGCTGCTACGAGGTCAAGTGCGTCGAGG

ATCTCAAGTACTGCCTCCCCGGCACCTCAATCGTCGTCACGGCCACCAACTTCTGC

GCCCCAAACTACGGCCTCCCCGCCGACGCCGGCGGCCACTGCAACCCGCCCAACC

ACCATTTCCTCCTCCCCATCCAGTCGTTTGAGAAGATTGCGCTCTGGAAGGCCGG

CATCATGCCCATCCAGTACCGCCGTGTTAAGTGCCTCCGAGAAGGTGGTGTCAGG

TTCTCTGTCAATGGTCGGCACTTCTTCTTTACAGTCCTAATCAGCAATGTTGGTGG

CGCGGGTGATGTTAGATCTGTGAAGATCAAAGGAACAGAGTTAGGATGGCTCTC

GATGGGCCGCAATTGGGGCCAGGTGTGGCACATCAACTGTGACATGAGGGGACA

ACCCCTGTCGTTTGAGCTCAGCTCAAGCGATGGCAAGACACTCACCAGTTTCAAC

GTTGTGCCCAAGGATTGGGAGTATGGCAAGACATACACGGGGAAGCAGTTTCTTC

TGTAG 

Nucleotide 

>SbrEXPA-23 

TACCCAAGCTGAAAGCACCACACTTGCAGCTCCTCAGTCCACACTCCACACTCAC

TCCTTCCTCCCCCACTCCCCAGCTTCACACCGAGGCAGACCATACCGGCACCGGC

AGCGAGCAGTCGGGAGCCATGGCTCCGCCGCTCCTGCTCTTCCTCTTCCTCCTCCC

GGCCCTCGCCGCCGGACACCAGCACCCGTCCTCCTATGGTTCGTCCGCGCTCTCC

GAGTGGCGCCCCGCCAAGGCATCCTACTACGCCGCCGACCCCGAAGACGCCATC



GGTACGCTTCCAAACTTGCCTGCCTCATTCATTGTTCACCCCCATCAACCGCAATT

CTGCCAGCCGTCCTTGGGCATCTTTAATTCGTCGTATCAATGCTGCAAGCACGCAT

AAAGATTTCTCCTTCAGGGTGACCCTGGAACGAAATTTCCCCCGAACCGCACGCT

CGGTTACCGGAATTGTGCGTCCGTACGGTTCTTGATTGATTCCGGCCGCATGGTGC

TACCCGTAGAAGCTTTTGTTCCTACCTAATTCTTTGCTCTGCTATGCGGTGTGCAG

GTGGGGCGTGCGGGTTCGGGGATCTGGGGAAGCACGGGTACGGGATGGCGACGG

TGGGGCTGAGCACGGCGCTGTTCGAGCGCGGCGCGGCGTGCGGCGGCTGCTACG

AGGTCAAGTGCGTCGAGGATCTCAAGTACTGCCTCCCCGGCACCTCAATCGTCGT

CACGGCCACCAACTTCTGCGCCCCAAACTACGGCCTCCCCGCCGACGCCGGCGGC

CACTGCAACCCGCCCAACCACCATTTCCTCCTCCCCATCCAGTCGTTTGAGAAGAT

TGCGCTCTGGAAGGCCGGCATCATGCCCATCCAGTACCGCCGGTACGTGCCACTG

CTTATTTTGCTGCTGCTGGATCTGAGATTTTTTTTCCTCCGTAATCCACTTTGTGTG

AAACTGTGAAAGCACTTGCTGACCTAGAATTGTGTTGGTTAGCGCAATGTGGAAC

CCAAGAAAAGCTGAATTGCTAGTGTCCGTTGGTGAGGAAAGTGTAGAGGAGGTG

GGAGTGGAAGTGGACCCTCTGTGTTGTCAACTTGTGTGAGCGTTTCAACCAGAGC

CGATAGTAGTTTCATCAGTTAGCATGACCCTTTGGGTTTTGGCTATCAACAAAAA

ATTACATGGTCCCTCAAAACAAAAGTTTACTCAGTACATGGTAGTGTGCATGAGT

ATTAGAGATCTATCTAATTGCTCTACTTCTGTTTCAGGGCTGTGAAATTTCTAGGC

TGGGTTAAAATAGAGCTTACTTATATGTCACCAGTGATAACAAAATTTGTGGTGC

CCAGTGGTTGCCATCCCAAATCCTTCTTCGTTCTTTCATGCTATGTTTCTTGACCAG

TTGAGTGGTCATTAGAACGTAGAATCAGTAGGATGAGTTGCACCAACACACCAA

ATTCAAAAACGTAAAACAAATGCTCATAGCTGAGCTAGTCTCTGGGTTTCGCCAA

ATCTAAGTCAAAACTTCAGAATTTTGATAATCCTGGGCATCATTATGAGTGGCAT

AACTATCATGCTAGCCAGAAAGAAATGTGTCAGCAACATCTGCACCTTTGCACAG

GCTTTTCACAACCCACAGATTTATTATAAAAAAGCGACGCACAGTTCATTTGCTTC

CTTGGGAATATGGCTACATGAGATGTCCCTTTAGTGCTAACTGCTAAGTAATTCC

AAAGCCAGCCTGTGAATTAGTATTACTGCTGTTCTACTTGTTGCCCTTAACCTTGC

TTTATGTGTTTGTAGTAACATTTTATGATGATTGGCACTTGGTACGTCTTTTTCAGT

CCTACAAACACTGCTATCTGTCTGAAAGATGACTGTTCGTATTAGACAACTTCAG

GTAGCGACTAATCTGGCATTTCCAGTGCCAAAGCCAAACAGATTACAAATATACT

TGGCACATGCATTCATAAATTAGTGAAGTACCAATTTACTTATATGTGCTGCCCA

ATACCTTTACAAATATTCTATTAATGTTCAGTCAACATTATGTGAATCTAAGTTGA

CACTCTGCAGTGCTGCTATCAAATTTATTTCCTGAATGATCTATATTTCAGAGGAC

AATAGGCCTGAGGATATTTGGCTCAAATCATACACACTGTTGTGTCTTTAAGTTGT

TTCAGATTTTTATTCCCAAAACTTGTTACATACTAGCTCATCAGTCACTAACAGTG

TTTCCATATACAAATATATACTTATATCTAACTGTTCTTTAACCCTGCAACATATT

TTAATATAGGGTACAGCTAACCAAAGCTGTATACTCATGTTAAAAAGAAAGCAAT

AGTGACTAATGTCACATGTTTCCTTGCTTGTTTGCAGTGTTAAGTGCCTCCGAGAA

GGTGGTGTCAGGTTCTCTGTCAATGGTCGGCACTTCTTCTTTACAGTCCTAATCAG

CAATGTTGGTGGCGCGGGTGATGTTAGATCTGTGAAGATCAAAGGAACAGAGTT

AGGATGGCTCTCGATGGGCCGCAATTGGGGCCAGGTGTGGCACATCAACTGTGAC

ATGAGGGGACAACCCCTGTCGTTTGAGCTCAGCTCAAGCGATGGCAAGACACTCA

CCAGTTTCAACGTTGTGCCCAAGGATTGGGAGTATGGCAAGACATACACGGGGA

AGCAGTTTCTTCTGTAGAGAATGAGTGCCACAAGATCAGCTTACAGTTTCTCATTT

TTGTTCTGATCCTACGAGTTGGGCTGTGGTGTATATTCCTCTGCAGAACAAGCAAT

ATCATTATTAGGAGAAAATTACTTAGTGCAGGGCCTAAGATAGTTACTCTGGCTC

ATAAATGCTTTTTCATGTACCCTTCATAGTTGCTCTAAAGAGGCTTGATGTATCAT



TGAAAATAGAAGGCCGAATTTGGATGTCTCCGTTGTATTACAATATTTTACCTGG

CAAGTAATGACAGAGTGTTTCTGCATTTCTGTATGTGCAATATGTCACAAGGGCA

GGCATCTCTTGTTTCTGTTTCTTTTATTTTAACTCCTGTTTACGAGTCACAATGTCA

GATTATGCTAAACTTTACACTGTTCTTGAGATGCA 




