IDENTIFICATION

Species: Spirodela polyrhiza
Locus: Spipo1G0037900

Gene Model: Spipo1G0037900
Description: SpEXPB-01
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Spolyrhiza_v2
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Spolyrhiza_v2
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Legend:
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DOMAIN ARCHITECTURE
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Query seq.

specific hits B | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 34-158 2.00e-65
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, PIl and Plil from Lolium perenne 166-242 1.35e-24

MPFPRPIGLSFGLILLLFLLPLPGDCDNATSAQWAPATATWYGAAEGDGSDGGACGY
GSLVDVRPLRARVGAVSPVLFKDGEGCGACYKVRCVMDQSICSRRPVTIIVTDECPG

GYCANGNTHFDLSGAAFGRMAIAGFSSELRNRGMIPVLYRRTPCKYRGKNIAFRVNE
GSTEYWLSLLVEFEDGDGDVGSMHIQEAGSAEWLEMKHLWGANWAIIGGPLSGPFS
VKLTTLSTQMTLSARDVIPKNWSPKATYTSGLNFA*

CDS (coding sequence)
>SpEXPB-01

ATGCCGTTCCCACGGCCCATTGGCCTCTCGTTCGGCCTCATTCTTCTCTTATTCTTG
CTGCCACTCCCCGGCGACTGCGACAACGCCACCAGCGCACAATGGGLCACCECGCC
ACCGCGACTTGGTACGGCGCCGCCGAGGGCGACGGCAGCGACGGGGGGGLTTGL
GGGTATGGGTCGCTGGTCGACGTGCGGCCGCTGCGGGCGAGGGTGGGGGCGGTG
AGCCCGGTGCTGTTCAAGGACGGCGAAGGATGTGGCGCGTGCTACAAGGTGAGG
TGCGTCATGGACCAGAGCATCTGCTCCCGACGGCCGGTGACCATCATCGTCACCG
ACGAGTGCCCCGGTGGGTACTGCGCCAACGGCAACACCCACTTCGACCTCAGCGG
GGCGGCCTTCGGCCGCATGGCCATCGCCGGCTTTAGCTCCGAGCTTCGCAACCGC
GGGATGATCCCCGTCCTCTACCGCAGGACTCCATGCAAGTACAGGGGCAAGAAT
ATAGCTTTCCGCGTGAACGAGGGCTCCACTGAGTACTGGCTCTCCCTTCTCGTCGA
GTTTGAGGACGGAGATGGAGACGTCGGATCCATGCACATACAAGAAGCGGGCTC
GGCCGAGTGGCTGGAGATGAAGCACCTCTGGGGCGCCAACTGGGCCATCATCGG
CGGACCCCTGAGCGGCCCCTTCTCCGTGAAGCTGACCACCTTGTCCACGCAGATG
ACTCTGTCGGCGCGTGATGTCATCCCCAAGAACTGGTCTCCCAAGGCCACCTACA
CCAGCGGCCTCAACTTCGCCTGA

Nucleotide
>SpEXPB-01

ATGCCGTTCCCACGGCCCATTGGCCTCTCGTTCGGCCTCATTCTTCTCTTATTCTTG
CTGCCACTCCCCGGCGACTGCGACAACGCCACCAGCGCACAATGGGLCACCEGCC
ACCGCGACTTGGTACGGCGCCGCCGAGGGCGACGGCAGCGACGGTAAGGGCCTC



GCCTCCGGCTCCCCCGCCGCCTGCTTCTGCTTCTGCTTCTGCCGTCATCCGTAACC
CCTCGGCGAGCCTTCCTCTGTGAACAGTGTTTCCTTGCTTCCGCTTCTTCTACTCCA
CATGGGATGTAGCTTTTTTAGCCGTTGGAAGGGGCCACACTGGGATGCTACAGAA
CACATTGACCGATAATTTTCCCCTACGGGGGGGGGGGGGGCCGTCCTTTCCATGC
ATGTCTTGTCAGAGGCTAGAGCCTCTTCTGGGGCGGGGGGAATGTAGGGGATGAC
TTTTCGAGGGTATTTTATTCTTCTCAGGCCATCCTCTTATCGAGCAATGGCGGTTT
GGCACTGGGTTTATGCTTCTTCTCGCGGTTTTCAGGGGGGGCTTGCGGGTATGGGT
CGCTGGTCGACGTGCGGCCGCTGCGGGCGAGGGTGGGGGCGGTGAGCCCGGTGC
TGTTCAAGGACGGCGAAGGATGTGGCGCGTGCTACAAGGTGAGGTGCGTCATGG
ACCAGAGCATCTGCTCCCGACGGCCGGTGACCATCATCGTCACCGACGAGTGCCC
CGGTGGGTACTGCGCCAACGGCAACACCCACTTCGACCTCAGCGGGGCGGCCTTC
GGCCGCATGGCCATCGCCGGCTTTAGCTCCGAGCTTCGCAACCGCGGGATGATCC
CCGTCCTCTACCGCAGGTGCGCGCTCTGCCATCTTCTGACGGAGCTTCCGTCGTCT
CCTTTTGTATCTTGTTCCCTTCTCCACTGAGTAAAACGAAGCAGTAACTCCAATTT
AGTATCAACCGTAGACCAGAAAGAGGGAGACGAGGCCCCATTCACTCCTAACGC
CGGCGACCTCCTCCTCATTAATGTGACCTGCCGCGCCTGAAGAGACCATTTTTATA
CCGCCGTGAAAGCTAACCAACCGGACCTAATATGCAGGACTCCATGCAAGTACA
GGGGCAAGAATATAGCTTTCCGCGTGAACGAGGGCTCCACTGAGTACTGGCTCTC
CCTTCTCGTCGAGTTTGAGGACGGAGATGGAGACGTCGGATCCATGCACATACAA
GAAGTAACTCTCACCCCCCCCCCTTCTCTCTCCTCCCCCGAGATATTCTCTCTCTC
ATGCCACAGTCATGAGGCCTTGGCGGATCCGTCCCTTTCCAATGATATAATAAAG
TTTTTGCGGCCATCAGAGCCCTCGTCGATGGCTTTTGCTGCCGACTTTTTTGCGGC
TCGCGCTCTTTGTCGCCGGCTTTTCCCGCCGACAGTCGGGGTCTCCGGCGCGATGA
GCGATCACCGGCGCCGCCCCCCGCCGTGTTTCCGGCTGCTTTCTCCAGCACGCTCG
AGCGCATGGCTGGCTTTTTCAGCCGGCGTACTGATCTCTGTGCGGCCTCTGCAGG
CGGGCTCGGCCGAGTGGCTGGAGATGAAGCACCTCTGGGGCGCCAACTGGGCCA
TCATCGGCGGACCCCTGAGCGGCCCCTTCTCCGTGAAGCTGACCACCTTGTCCAC
GCAGATGACTCTGTCGGCGCGTGATGTCATCCCCAAGAACTGGTCTCCCAAGGCC
ACCTACACCAGCGGCCTCAACTTCGCCTGA



