
IDENTIFICATION 

Species: Mimulus guttatus 

Locus: Migut.I00321 

Gene Model: Migut.I00321.1.p 

Description: MgEXPA-13 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Mguttatus_v2_0  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Mguttatus_v2_0


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>MgEXPA-13 

MAALYKIYLFCLQVVVIFAVVSCSSEDRYTNHGHGWNHAHATFYGDINGGETMQGA

CGYGNLFEQGYGLKTTALSTALFNNGAACGACFEIMCANDPQWCVRGSVIRVTATN

FCPPNYTKTHDIWCNPPQKHFDLSLPMFLKIAQYKAGVVPVIYRRVVCWKKGGIKFEI

KGNPYWMLVLVYNVGGVGDVTSVKIKGSSSNNWIDMSRSWGQNWHTSEGLQGQA

LSFRVETSDGKVVQSNDVAPANWQLGQTYEGKNFH* 

 

CDS (coding sequence) 

>MgEXPA-13 

ATGGCGGCGTTATATAAAATTTATTTGTTTTGTTTACAAGTAGTAGTTATATTTGC

AGTAGTTAGTTGTAGTAGTGAAGATAGATATACAAATCATGGCCATGGCTGGAAT

CATGCTCACGCTACATTCTATGGAGATATCAATGGCGGTGAAACCATGCAAGGGG

CTTGCGGATACGGAAACCTATTCGAGCAAGGTTACGGCCTAAAAACAACAGCCCT

AAGCACCGCATTGTTCAACAACGGTGCAGCATGCGGAGCTTGTTTCGAGATAATG

TGCGCAAACGATCCACAATGGTGCGTCCGCGGTTCCGTAATCCGCGTAACGGCCA

CAAATTTCTGCCCGCCAAACTACACGAAAACTCATGATATTTGGTGCAACCCTCC

ACAAAAGCACTTCGACCTTTCGCTGCCCATGTTCCTAAAAATCGCGCAATACAAA

GCCGGAGTAGTCCCGGTTATATATAGGCGAGTCGTGTGCTGGAAAAAGGGCGGT

ATCAAATTCGAGATAAAAGGTAATCCGTATTGGATGCTCGTTCTTGTGTACAACG

TTGGTGGAGTTGGTGATGTTACGTCGGTCAAGATTAAAGGGTCGAGTAGTAATAA

TTGGATTGACATGAGTCGGAGTTGGGGGCAAAATTGGCATACTTCGGAGGGATTG

CAAGGGCAGGCGTTGTCTTTTCGGGTGGAAACTAGTGACGGTAAGGTGGTGCAGT

CGAACGACGTCGCACCGGCGAATTGGCAGCTTGGGCAAACTTATGAGGGCAAGA

ATTTCCATTAG 

Nucleotide 

>MgEXPA-13 

ATGGCGGCGTTATATAAAATTTATTTGTTTTGTTTACAAGTAGTAGTTATATTTGC

AGTAGTTAGTTGTAGTAGTGAAGATAGATATACAAATCATGGCCATGGCTGGAAT

CATGCTCACGCTACATTCTATGGAGATATCAATGGCGGTGAAACCATGCGTAAGT

ACTTATATTTATTCCCTTATATATATATATATATATATATATATATATATATATATA

TATATATATAGATTTATATCCCGAAGTAACCTAATGTCATTTTTCTGATATTTTAT
AGTTTTTCACGACTATTTTTGTCGCTGTCTTTTTTGTTCATTTCTTATTATAATTATT



ATTGTCATCTATTAAATTAATTTTTTTTTCGAATTTTGAAATATTATCCTGTGCATC

GCACCAGAAAAACAAAACTATTTCTTTTTTCTAATGAATTGCCATTAGTGTTGCCC

TAGCGTTAATTAGTTTTATATATAATGATATTAGAATACTTAGTAAATTTTACTTT

TTCATAGAGTCAATTATTGAGATTTTGTCTCTAATTTTACGATAGAAATAATCATA

GTTTGTGTTTTAAATTACAAATACGAATCTATTAGAATTTTATTTAAATCATCCTT

TTGAATTTAATCGCGTAAAAATTTGTTATTTATTACAAGTATAACGTTTATTTGAA

ATTTAATAAAATTAGCTAAATTGTTCTTATAATTATATCAAACCTCATAGTATGTA

GTGGTTTAATTTTCATAATATATTAATTCAATTTTATTTTTAATTTTTTAATTTTTGT

TTTTGCAGAAGGGGCTTGCGGATACGGAAACCTATTCGAGCAAGGTTACGGCCTA

AAAACAACAGCCCTAAGCACCGCATTGTTCAACAACGGTGCAGCATGCGGAGCT

TGTTTCGAGATAATGTGCGCAAACGATCCACAATGGTGCGTCCGCGGTTCCGTAA

TCCGCGTAACGGCCACAAATTTCTGCCCGCCAAACTACACGAAAACTCATGATAT

TTGGTGCAACCCTCCACAAAAGCACTTCGACCTTTCGCTGCCCATGTTCCTAAAA

ATCGCGCAATACAAAGCCGGAGTAGTCCCGGTTATATATAGGCGAGTCGTGTGCT

GGAAAAAGGGCGGTATCAAATTCGAGATAAAAGGTAATCCGTATTGGATGCTCG

TTCTTGTGTACAACGTTGGTGGAGTTGGTGATGTTACGTCGGTCAAGATTAAAGG

GTCGAGTAGTAATAATTGGATTGACATGAGTCGGAGTTGGGGGCAAAATTGGCAT

ACTTCGGAGGGATTGCAAGGGCAGGCGTTGTCTTTTCGGGTGGAAACTAGTGACG

GTAAGGTGGTGCAGTCGAACGACGTCGCACCGGCGAATTGGCAGCTTGGGCAAA

CTTATGAGGGCAAGAATTTCCATTAG 

 

 

 




