IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G324700

Gene Model: SbRi0.01G324700.1.p
Description: SbrEXPB-10

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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Specific hits B | Pollen_allerg_1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o

Name Accession Description Interval E.value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins .. 59-180 2.73e-77
[+ Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plil from Lolium perenne. 189-270 2.28e-28

SEQUENCES
Peptide
>SbhrEXPB-10

MGFPSSSLPAAAAAAALVLLALLAGGGECREAQFDATDAAGAGAENFNTSDAAVY
WGPWQKARATWYGQPNGAGPDDNGGACGFKHTNQYPFMSMGSCGNQPLFKDGK
GCGSCYKIRCTKDRSCSGRAETVIITDMNYYPVSKYHFDLSGTAFGRLAKPGLNDKL
RHSGIIDIEFTRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKT
AHGPPTGRWTPMRESWGSIWRMDTNHRMQPPFSIRIRNESGKTLVARNVIPANWRPN
TFYRSFVQYQ*

CDS (coding sequence)
>SbhrEXPB-10

ATGGGCTTCCCTTCTTCCTCCCTCCCCGCCGCCGCCGCGGCGGCGGCGCTCGTGCT
CCTGGCCCTGCTCGCCGGAGGAGGCGAGTGCCGCGAGGCCCAGTTCGACGCGAC
GGACGCGGCCGGCGCCGGCGCGGAGAACTTCAACACCAGCGACGCCGCCGTGTA
CTGGGGCCCCTGGCAGAAGGCCCGGGCCACCTGGTACGGCCAGCCCAACGGLGC
CGGCCCCGACGACAACGGTGGCGCGTGCGGCTTCAAGCACACCAACCAGTACCC
ATTCATGTCCATGGGGTCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGC
TGCGGCTCCTGCTACAAGATTCGGTGCACCAAGGACAGATCCTGCTCCGGGLGGEG
CGGAGACGGTGATCATCACGGACATGAACTACTACCCGGTGTCCAAGTACCACTT
CGACCTCAGCGGCACGGCGTTCGGCAGGCTGGCCAAGCCCGGCCTCAACGACAA
GCTCCGCCACTCCGGCATCATCGACATCGAGTTCACCAGGGTGCCGTGCGAGTTC
CCTGGGCTGAAGATCGGTTTCCACGTGGAGGAGTACTCGAACCCCGTCTACTTCG
CGGTGCTGGTGGAGTACGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTCA
TGGAGTCCAAGACGGCGCACGGGCCCCCGACGGGGLCGGTGGACGCCGATGCGCEG
AGTCCTGGGGATCCATCTGGCGGATGGACACCAACCACCGCATGCAGCCGCCCTT
CTCCATCCGCATCCGCAACGAGTCCGGCAAGACGCTCGTCGCCAGAAACGTCATC
CCGGCCAACTGGAGGCCCAACACTTTCTACCGCTCCTTCGTCCAGTACCAGTAG

Nucleotide

>SbrEXPB-10



GCTGCTGTGCTGAGCAAGGGGAGGTCCGGGCTAGGACGGCTGCGAGGLCLCLCLCGGL
TCGGTCGACTGATGAGCCCAGGCCAGGCCCATGTGCGCCCCAACATGGCACGTTC
TCCCTCGCTCCTCTGCTCCTAAACTGCGTACACACACAGAGAGAGAGAGAGAGAC
ACCACTCTCCCTCCCCGCTCGCTAGCGTGCCGGTGCTCATCTGGCCATCGGGCTTA
TAAATAGGCCCACACGGCACCACGGCCACCACCACCCACCACTTCTCGCACTCCA
CTACTCACAGTCACCGCCGCTGCCGCCCACTGATTGTAGCTAGAGAGAGAGAGAG
GGCAAAGGGCGCAGGAAGGAGGCGCAGGCATGGGCTTCCCTTCTTCCTCCCTCCC
CGCCGCCGCCGCGGCGGLCGGCGCTCGTGCTCCTGGCCCTGCTCGCCGGAGGAGGC
GAGTGCCGCGAGGCCCAGTTCGACGCGACGGACGCGGCCGGCGCCGGLCGLCGGAG
AACTTCAACACCAGCGACGCCGCCGTGTACTGGGGCCCCTGGCAGAAGGCCCGG
GCCACCTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAACGGTGAGCGC
ATCCATCGGCATTCATTCCCAGATCTTCCCTCTTTCCCCTCGCGCCGGCCTCTTCTT
GTCCTTGGTGCCTTTGTGGTTGTGGGTGGCAATGTGGCTCACGAGACGAACGTAC
CTTGCTTTGCCTAGGTGGCGCGTGCGGCTTCAAGCACACCAACCAGTACCCATTC
ATGTCCATGGGGTCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGCTGCG
GCTCCTGCTACAAGGTACTACTACTCTACAGTTAAACACAACAGCTAGCATGGAG
TTTTTACCGACACCTCTCTCTATCTGAAGCATACAATTATTTTTATACTATAATAG
GAGTATGTTTTCTGTACCCAAAACAATTCTACTAGTGCTCCACTTGTATTTTTTTA
AAATAAATCAATTGTCCTAAGAGTAAAATGTTGAGCTAGTAGAGCCATAAAACA
AAATATAATACTCTCCACTAGCAGTAGTAGTAACTGTTAGAGTAGGACGCTACCC
GTACAGTCCAGGCCAGGCCGGTCCTCGGAGCAGCACAGCCGGTGGTGGCTGTAT
GTGGGGCCCGCGTGCATGTGCGCGCCTCACTCGATCTCCGTGACAGTGCCACCAT
TCACTGTACATTTGACTCCTGCTTGATCTCGTATCTCGTACGTAGTATGGTAGTAG
ATGAACGTACGTAGCTGACGGTTTTGCCCGCGGATGACGCAGATTCGGTGCACCA
AGGACAGATCCTGCTCCGGGCGGGCGGAGACGGTGATCATCACGGACATGAACT
ACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCAGGCT
GGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCCGGCATCATCGACATCGAG
TTCACCAGGTCAGTGTCCGCGTCTTCTCTTCTCTTCTTTCTTCTGTTTGTGCTGCCA
CTGGAAGTAGAAGTAGAAGGGACCTCACTCGCAGTGTAGCAGTAGCCTTGCTGTC
GAGCTGTTACTGGCAGCAGTAGTTTCCCTCCATACCTGCTGTTTTAATTTATTTTA
GTAGCGCGGGCGCGCGGCAAGTGAAAAGTTTGGTGGCCGGAGGGGAGGCGTCGT
GCATCCAACAACCGCTCGCTGCCATTACTACTGCCGCTCGCGGGACACCGCATGT
GCGGCAAAGTGGCGCGCAGCTGCCCACAGGCCACTTTTATTGCGCTGCGCCCCCA
ACATGCTCAGTTTTGGCTACTAGTGGGCCGCACCCCTTTTGCATCCCACCGTATCT
GCGTCGGTCCACTGTTGCAACACGCCACCGCCGGTCCATTGGATTAGGCTTGAGC
AGCACAGATTAGAGGACATTGGTTATTAACAAGATGGCCTGAGCTGGATGTGTTT
GCATTTGCAGGGTGCCGTGCGAGTTCCCTGGGCTGAAGATCGGTTTCCACGTGGA
GGAGTACTCGAACCCCGTCTACTTCGCGGTGCTGGTGGAGTACGAGGACGGCGAC
GGCGACGTGGTGCAGGTGGACCTCATGGAGTCCAAGACGGCGCACGGGLCCLLCCG
ACGGGGCGGTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGGCGGATGGAC
ACCAACCACCGCATGCAGCCGCCCTTCTCCATCCGCATCCGCAACGAGTCCGGCA
AGACGCTCGTCGCCAGAAACGTCATCCCGGCCAACTGGAGGCCCAACACTTTCTA
CCGCTCCTTCGTCCAGTACCAGTAGTAGCACGTACGTACCTGATTGATTGATTGAT
TGGATCCCAGCCCAGCCCAGCCCAGCCCGCAATTGGAGTGGAATCCGGCTCGGCT
CGGTTCGGTCATCATCATCACTACGTACGTACTATACGCTACTACCAATAGACGA
CTACTACTGCTACCAAGTACGGCGAAACGGAACGGCTAGTCGTTGTGTCTCTGGT
CATCGTGTCGTTGCAGTT






