IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.2G111400

Gene Model: PhHAL.2G111400.1.p
Description: PhhEXPB-06

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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List of domain hits d
Name Accession Description Interval E-value
[+ DPBB_EXPB_N 4222 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 8721 8.58¢-69
[+ Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P1, PIl and Plil from Lolium perenne 219-295 5580-28

>PhhEXPB-06

MAKLFTLLLAAVVVLSLLVSPIACTRKLSKPKHKAKPKPVSHRTPAPAAKPKPNPVSY
KPAAPAVAKPPRSNHTTKHSPSIVYGGAWLSGAGATYYGAPNGDGSDGGACGYQTA
VGKQPFDSMIAAGSTPLYMDGEGCGACYEVKCTTNAACSGQPATIVITDRSPGDLFP
GEVVHFDMSGTAMGAMAKPGMADKLRAGGVLRILYRRVPCKYPGVNVAFKVDQG
ANPFYFDVLIEFEDDDGDLKAVDLMEAGSNVWTPMAHNWGATWRLNNGRKLNAPF
GLRLTSDSGRVLVANNAIPAAWKPGKAYRSLVNYP*

CDS (coding sequence)
>PhhEXPB-06

ATGGCGAAGCTTTTCACATTGCTGTTGGCCGCGGTGGTCGTGCTCTCGCTCCTGGT
GAGCCCCATTGCCTGCACCCGCAAGCTCAGCAAGCCCAAGCACAAGGCAAAGCC
AAAGCCGGTCAGCCACAGGACGCCGGCGCCTGCGGCCAAGCCGAAGCCGAACCC
GGTCAGCTACAAGCCGGCGGCGCCTGCTGTGGCCAAGCCTCCCCGCAGCAACCAC
ACCACTAAGCACTCGCCGTCGATCGTCTACGGCGGTGCCTGGCTGTCCGGCGCCG
GCGCCACGTACTACGGCGCGCCCAACGGCGACGGCAGCGACGGLGGLGLGTGEG
GGTACCAGACCGCCGTCGGGAAGCAGCCGTTCGACTCGATGATCGCCGCCGGGA
GCACGCCGCTGTACATGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGTTAAAT
GCACGACCAACGCGGCCTGCTCCGGCCAGCCGGCGACCATTGTGATCACCGACCG
GTCCCCCGGCGACCTGTTCCCCGGCGAGGTCGTCCACTTCGACATGAGCGGCACC
GCCATGGGTGCCATGGCGAAGCCCGGCATGGCCGACAAGCTCCGLCGLCGGLGGL
GTCCTGAGGATCCTGTACCGGAGGGTGCCGTGCAAGTACCCCGGTGTGAACGTCG
CGTTCAAGGTGGACCAGGGTGCCAACCCCTTCTACTTCGACGTGCTCATCGAGTT
CGAGGACGACGACGGCGACCTCAAGGCCGTCGACCTGATGGAGGCCGGCAGCAA
CGTGTGGACGCCCATGGCGCACAACTGGGGCGCCACGTGGCGGCTCAACAACGG
CAGGAAGCTCAACGCGCCGTTCGGCCTCCGGCTCACCTCCGACTCCGGCAGGGTG
CTCGTCGCCAACAACGCCATCCCCGCCGCGTGGAAGCCCGGGAAGGCGTACCGCT
CCCTGGTCAACTACCCCTGA



Nucleotide
>PhhEXPB-06

AAGCTCACCGGAGAGCAACCGAGCACATAGCTAGAAAGCCTCTGAAATCTGAAT
TGCCAACTCCGATCTTAGGAGCAGCAGCAATGGCGAAGCTTTTCACATTGCTGTT
GGCCGCGGTGGTCGTGCTCTCGCTCCTGGTGAGCCCCATTGCCTGCACCCGCAAG
CTCAGCAAGCCCAAGCACAAGGCAAAGCCAAAGCCGGTCAGCCACAGGACGCCG
GCGCCTGCGGCCAAGCCGAAGCCGAACCCGGTCAGCTACAAGCCGGLGGEGECT
GCTGTGGCCAAGCCTCCCCGCAGCAACCACACCACTAAGCACTCGCCGTCGATCG
TCTACGGCGGTGCCTGGCTGTCCGGCGCCGGCGCCACGTACTACGGCGCGCCCAA
CGGCGACGGCAGCGACGGTCAGTACTTGCCTTCCCGCTTTATTATTTCTTCGCTGT
CGGTGGGTTAGTGAATTGACATGGGAATGATCGATGGCGGAAATTGTGAACGCA
GGCGGCGCGTGCGGGTACCAGACCGCCGTCGGGAAGCAGCCGTTCGACTCGATG
ATCGCCGCCGGGAGCACGCCGCTGTACATGGACGGCGAGGGCTGCGGLGLCTGC
TATGAGGTACGTCTATCGGCTGCGTGCTGCGGAGTTGCCGGCTGCCTCTGCCTGC
CTGGTCCTCGCTAAACAATGCGTCCCTGTTGTGCAGGTTAAATGCACGACCAACG
CGGCCTGCTCCGGCCAGCCGGCGACCATTGTGATCACCGACCGGTCCCCCGGCGA
CCTGTTCCCCGGCGAGGTCGTCCACTTCGACATGAGCGGCACCGCCATGGGTGCC
ATGGCGAAGCCCGGCATGGCCGACAAGCTCCGCGCCGGCGGCGTCCTGAGGATC
CTGTACCGGAGGGTGCCGTGCAAGTACCCCGGTGTGAACGTCGCGTTCAAGGTGG
ACCAGGGTGCCAACCCCTTCTACTTCGACGTGCTCATCGAGTTCGAGGACGACGA
CGGCGACCTCAAGGCCGTCGACCTGATGGAGGCCGGCAGCAACGTGTGGACGCC
CATGGCGCACAACTGGGGCGCCACGTGGCGGCTCAACAACGGCAGGAAGCTCAA
CGCGCCGTTCGGCCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCAAC
AACGCCATCCCCGCCGCGTGGAAGCCCGGGAAGGCGTACCGCTCCCTGGTCAACT
ACCCCTGAAAAGAGGGAGTTGGAGGAGTCCATGGCGGGCAATGTGCGTCCGGGT
GTCGCGAGAGGCGGCAATGTCAGAAGTCTGAAGAGGAAGAGGAGGAGGAGGTT
GAAGAAGAGAATGGCGTTCTTCCCTCCCTCCACGGTCTCAGTGTATGCAGTCCCC
AAGTGATGTGTGACTGTGTGAGCCATGACTGTAATTTCATTTTTTTTTCCATTCCG
ATTTGTTAGTTGGTGCTGTACTCGAGGAAAAGGAGAAGCTTGTCTGAGTTGTGTG
TTTTGACGTTTTTCGACAATGAACTAGACCTTTCAGAATTCTGAGAAATGAATCAC
AGCTTCGTTGTGACAGTAAAACATAGTACGAAGTTCATACTTT






