IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin01G294100

Gene Model: Misin01G294100.1.p
Description: McsEXLA-01
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE

Specific hits Pollen_allerg_1
superfanilies DPBB_RIpA_EXP_N-1like superfamily Pollen_allerg_1 superfamily
List of domain hits *

Name Accession Description Interval E-value
[+ DPBB_EXLA_N ca2227¢ N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 28-158 2.74e-55
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pll and Pill from Lolium perenne. 166-239 2.24e-14

SEQUENCES
Peptide
>McsEXLA-01

MAVVTRGAASLPLVLLLLLVVVFFAAPSPADGCDLCVRRSKATYRASSLALNAGSCG
YGSLAASFNGGFLAAASPKLYRGGVGCGACFQVRCRDTELCSAAGAKVVVTDQART
TSNRTGLVLSAAAYAAMASAGTGKAARLRDRRVVDVEYKRIPCEYAKDRNLSIRVE

KSRPPSDLSIRFLYQGGQTDIVAVDVATVGSSNWRFMTRDHGPAWSTAQAPAGPLQL
RLVVTGGYDGKWVWAESEVLPRRWEAGRVYDTGVQVSDVAQEGCYPCDTHEWQ*

CDS (coding sequence)
>McsEXLA-01

ATGGCTGTCGTCACGAGAGGCGCCGCGTCCCTGCCCCTCGTCTTGCTGCTCCTACT
AGTCGTCGTCTTCTTCGCGGCCCCGTCTCCGGCTGACGGCTGCGACCTCTGCGTGC
GCCGCTCCAAGGCCACCTACCGGGCCTCCTCGCTCGCCCTCAACGCCGGTTCGTG
CGGGTACGGCTCCTTGGCCGCGTCCTTCAACGGCGGATTCCTCGCCGCGGCCAGC
CCCAAGCTGTACAGGGGCGGCGTCGGCTGCGGTGCCTGCTTCCAGGTGCGGTGCA
GGGACACGGAGCTGTGCAGCGCGGCGGGCGCGAAAGTGGTGGTGACGGACCAGG
CGCGGACGACGTCGAACCGCACGGGCCTGGTGCTCAGCGCCGCGGCGTACGCGG
CCATGGCCAGCGCTGGCACCGGCAAGGCCGCGCGGCTCAGGGACCGGLGLGTCG
TCGACGTCGAGTACAAGAGGATACCCTGCGAGTACGCCAAGGACCGCAACCTGT
CGATACGCGTGGAGAAGAGCCGGCCGCCGAGCGACCTATCCATCAGGTTCCTGTA
CCAGGGCGGCCAGACCGACATCGTCGCCGTCGACGTCGCCACCGTCGGGTCGTCC
AACTGGCGGTTCATGACGCGGGACCACGGACCGGCGTGGAGCACGGCGCAGGCG
CCGGCGGGGCCGCTGCAGCTCCGGCTGGTGGTCACCGGCGGCTACGACGGCAAG
TGGGTGTGGGCGGAGTCGGAGGTGCTGCCGCGCCGGTGGGAGGCCGGCCGLCGTC
TACGACACCGGGGTGCAGGTCTCCGACGTCGCGCAGGAAGGGTGCTACCCCTGC
GACACGCACGAGTGGCAGTGA

Nucleotide
>McsEXLA-01

TTCCGTCCCTCCCAAAGACCCAAACGTGTACGCGTCCCGTGTCGAAAACATTCTG
CGGCCTGTTGGAAGCCTTGGAGGAGGGCAGCACCAAGTTTCAGTCTGGTTCTACT
AGTCGTCAGCCGGCAGGCAGGCAACCTTGCGGCGCATAAAGCCAGCCGGCGATC



CTGCTGTGCCCAACAATCCCCTCCTCTCTTCTCCCAACTAGGAAGCAAAACTGCTT
CCAGCCTTCTTCGACCTCGGGCTCGATCGGTCCATGGCTGTCGTCACGAGAGGCG
CCGCGTCCCTGCCCCTCGTCTTGCTGCTCCTACTAGTCGTCGTCTTCTTCGCGGCC
CCGTCTCCGGCTGACGGCTGCGACCTCTGCGTGCGCCGCTCCAAGGCCACCTACC
GGGCCTCCTCGCTCGCCCTCAACGGTACGCACTACGCAGGCGTCCCGCCGCTCGL
TGCCTTGCGCGTTTCGGTGTCTGTTTCTGTGGCGTGCAAGATTAATTGATCGATTC
ATCTTTCGGTTGCTGAATGAATTGCGCAGCCGGTTCGTGCGGGTACGGCTCCTTG
GCCGCGTCCTTCAACGGCGGATTCCTCGCCGCGGCCAGCCCCAAGCTGTACAGGG
GCGGCGTCGGCTGCGGTGCCTGCTTCCAGGTGCCTTCTTAGTTCGCCGGAGCTGTC
GGCAATTCGTCTGTTTTCTTGGTGGGCGAATTTGGATTCTAAGCAAGGATTGGCAT
GGCATTGGCAGGTGCGGTGCAGGGACACGGAGCTGTGCAGCGCGGCGGGCGCGA
AAGTGGTGGTGACGGACCAGGCGCGGACGACGTCGAACCGCACGGGCCTGGTGC
TCAGCGCCGCGGCGTACGCGGCCATGGCCAGCGCTGGCACCGGCAAGGLCLCGLGL
GGCTCAGGGACCGGCGCGTCGTCGACGTCGAGTACAAGAGGTAGTTTGCTCTGCT
CTGCGCTCCTTGTCGCTGCGCGGTGCCGTGCGCGAGCACGGTGTCCGTCCGTAGT
GTCAGCGCAGCTTTCGGTCCCACGTGCCGACTATGGAGAGTTGTTTGGGAGAAGG
ACGGGATTAAGAGATGGATTTTGTACTGTGCGCCCAGGATACCCTGCGAGTACGC
CAAGGACCGCAACCTGTCGATACGCGTGGAGAAGAGCCGGCCGCCGAGCGACCT
ATCCATCAGGTTCCTGTACCAGGGCGGCCAGACCGACATCGTCGCCGTCGACGTC
GCCACCGTAAGTTTAATTTGTTCCTCGTACACATGCTCAACTACGTGGGAAAAGG
CACAGAGGTATGGGAATCGGTGGTAGCAGTCGATAGAGGGAATTAAGGTGTGAA
ATTGACTTTTAGTTTCAATCCCTTGTTTGATCCGTGAAAGAAAAGAAGAAAGTGG
ATTGAAGAGGAAATTCATATCTGTTCGGTACGGGGGTTTTGAGGAGAAAATTAAA
ATGCAAGTTATGATAAACGGTGGGAATCTACTTTTCTTTTATTAAGAACGTAACC
CCCACCTAATTTCCATCTCTCTCCTAGGGAATCGATAGTGGGAGCTGGTCCTCTAA
ACTTCCCTTCTCTTCTCACTAGAACTCTTATTCTCGTAAATCAAACAAGAGATTTG
TAAACTCCTATCTGTAAACTCCCCTTCCATTACCCCGACCAAACAAGCCGCCGTA
GTACTGTACTACCAAACACAGACATTTCTCCCCTGTGTTGGCTGTTTGTTTGTTGT
TTTCCCAACGAGTTTTGAAAGCGGAGGTCAGCAGCAAGCAACGGTTCGAACGAA
TTCACCGGCGGCTCCATGATGACGTCGTGCGCGTGCGTGCGGTTGGTTGTTTTTGG
CAGGTCGGGTCGTCCAACTGGCGGTTCATGACGCGGGACCACGGACCGGCGTGG
AGCACGGCGCAGGCGCCGGCGGGGCCGCTGCAGCTCCGGCTGGTGGTCACCGGL
GGCTACGACGGCAAGTGGGTGTGGGCGGAGTCGGAGGTGCTGCCGCGCCGGTGEG
GAGGCCGGCCGCGTCTACGACACCGGGGTGCAGGTCTCCGACGTCGCGCAGGAA
GGGTGCTACCCCTGCGACACGCACGAGTGGCAGTGACGCACACAGGCTGGATTG
TAAATTGTACAGCTCTTTTGTTTGTTTTTTCCTGTTGATTTTTGTTTTGTTTTGTTTG
CTTTCCGTCCATTTCCGTTTGGATGGACGAAAGATATGAGATGATGAGCGGAATC
GGAGAGTCAAATCAAATCTCAAACAAACGTGCCGTTGCAACTTGGTTCGGTTGTG
TTGCTC






