IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin18G269900

Gene Model: Misin18G269900.1.p
Description: McsEXPA-58
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213

GENE STRUCTURE

McsEXPA-58
5

| 1 1 1 1 1 1
by 20Ky 200bp Giinp 4ibp 1000bp 12006p

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

1m0 125 150 175 200 2% 250 278
T T T S T T T S N SN T S SO T SO VO ST O T N ST W TN AT ST SN WA S MU TN S TR SN AN SO N ST SN SN WO SO U AN ST NN AU U ST |
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Superfanilies

PLNO0193
List of domain hits .

Name Accession Description Interval E-value
[+ PLN00193 super family 3342 expansin-A: Provisional 24273 1.27e-142
SEQUENCES

Peptide

>MCcsEXPA-58

MARGYSYGYGYGYSHLQAAAAAALVVGWALAVASPAGAFAPSAWSKGSATFYGG
SDASGTMGGACGYGNLYAQGYGTRTAALSTALFNDGASCGQCYRLVCDAATDPRW
CRRGRGASVTVTATNFCPPNYALPSDDSGWCNPPRQHFDMAQPAWERIGVYQGGIV
PVLFRRVSCRRRGGVRFTVSGRDYFELVLVTNVAGAGAVRAMDVRGTRTAGWMPM
SRNWGANWQSLAYLNGKGLSFRVTADDGQTVVFADVVPASWTFGQTYASRLQFK*

CDS (coding sequence)
>McsEXPA-58

ATGGCGCGTGGTTACAGTTACGGTTATGGTTACGGTTACAGCCACCTGCAGGCCG
CCGCAGCCGCCGCGCTGGTGGTCGGCTGGGCGCTGGCCGTCGCATCGCLCGGLCGG
GGCGTTCGCGCCGTCCGCCTGGAGCAAGGGCAGCGCCACGTTCTACGGTGGCAGC
GACGCGTCCGGCACCATGGGCGGCGCGTGCGGGTACGGGAACCTGTACGCGCAG
GGGTACGGGACGCGGACGGCGGCGCTAAGCACGGCGCTGTTCAACGACGGLCGCG
TCGTGCGGGCAGTGCTACAGGCTGGTCTGCGACGCCGCCACGGACCCGCGGTGGT
GCCGCCGTGGCCGCGGCGCCTCCGTGACCGTGACGGCGACCAACTTCTGCCCGCC
CAACTACGCGCTGCCGTCGGACGACAGCGGGTGGTGCAACCCGCCGCGGCAGCA
CTTCGACATGGCGCAGCCGGCGTGGGAGCGGATCGGTGTCTACCAGGGCGGGAT
CGTGCCCGTGCTGTTCCGCCGCGTGTCCTGCAGGCGCCGCGGCGGGGTGCGGTTC
ACGGTCAGCGGCCGGGACTACTTCGAGCTGGTGCTGGTCACCAACGTGGCGGGC
GCCGGCGCCGTGCGGGCTATGGACGTCAGGGGCACCCGAACCGCCGGCTGGATG
CCCATGTCCAGGAACTGGGGCGCCAACTGGCAGTCCCTGGCGTACCTCAACGGGA
AGGGGCTCTCGTTCCGGGTCACTGCCGATGATGGGCAGACCGTCGTGTTCGCCGA
CGTCGTGCCGGCGTCGTGGACGTTCGGGCAGACGTACGCGAGCAGGCTGCAGTTC
AAATAG

Nucleotide
>McsEXPA-58

ATATATACACGGCCCGGCTTATCGCATTCTCAGCTGCGCTTGCACGGCTCCTTGGC
TCAGTGCTCACCGCCGCTAGCTTCGTCGTCTGTGTACAGACAGACCACCGGAGGT
CTACTCTGCTCTGCCGCGCTTCCTGATCGCCTGATCGGTCGTCGCCCGGCGATGGC
GCGTGGTTACAGTTACGGTTATGGTTACGGTTACAGCCACCTGCAGGCCGCCGCA



GCCGCCGCGCTGGTGGTCGGCTGGGCGCTGGCCGTCGCATCGCCGGCLCGGGGCGT
TCGCGCCGTCCGCCTGGAGCAAGGGCAGCGCCACGTTCTACGGTGGCAGCGACG
CGTCCGGCACCATGGGTACGTTACGTATGCATGTAAAAGGTTCAATCTCTTCGTCT
CCATCGTGAATCGTGACGACTGACACAACGTGTGCACGCATGCAGGCGGCGCGT
GCGGGTACGGGAACCTGTACGCGCAGGGGTACGGGACGCGGACGGCGGCGCTAA
GCACGGCGCTGTTCAACGACGGCGCGTCGTGCGGGCAGTGCTACAGGCTGGTCTG
CGACGCCGCCACGGACCCGCGGTGGTGCCGCLCGTGGCCGLCGGCGCCTCCGTGACC
GTGACGGCGACCAACTTCTGCCCGCCCAACTACGCGCTGCCGTCGGACGACAGCG
GGTGGTGCAACCCGCCGCGGCAGCACTTCGACATGGCGCAGCCGGCGTGGGAGC
GGATCGGTGTCTACCAGGGCGGGATCGTGCCCGTGCTGTTCCGCCGCGTGTCCTG
CAGGCGCCGCGGCGGGGTGCGGTTCACGGTCAGCGGCCGGGACTACTTCGAGCT
GGTGCTGGTCACCAACGTGGCGGGCGCCGGCGCCGTGCGGGCTATGGACGTCAG
GGGCACCCGAACCGCCGGCTGGATGCCCATGTCCAGGAACTGGGGCGCCAACTG
GCAGTCCCTGGCGTACCTCAACGGGAAGGGGCTCTCGTTCCGGGTCACTGCCGAT
GATGGGCAGACCGTCGTGTTCGCCGACGTCGTGCCGGCGTCGTGGACGTTCGGGC
AGACGTACGCGAGCAGGCTGCAGTTCAAATAGACTAAGGGCGCGGCCACGTGGG
CTGGGCCGAGTTGAAGTCGTCGGCCGTGGCGTGCTTTGCTGGTGGGTCTCTGTCA
GTTTAGCTGCCCGCCTACGCGTGCTCGGCCCAGCCACTATCGCTGCTTGTAATGTC
TGCGTTGCCGGCCCTTTTTTTTTCTTCATTGTGTGTATCGGATGATGCGTATCATAT
CAGTGCTACGAACTTGGTAA





