
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.7G212500 

Gene Model: Seita.7G212500.1.p 

Description: SitEXPA-21 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXPA-21 

MAPPLLLVFLLLPALAAGHQHPSSFGSSALSEWRPAKASYYAADPEDAIGGACGFGD

LGKHGYGMATVGLSTALFDRGAACGGCYEVRCVENLKYCLPGTSIVVTATNFCAPN

YGLPADAGGHCNPPNHHFLLPIQAFEKIALWKAGVMPIQYRRVKCLREGGVRFSVNG

RHFFFTVLISNVGGAGDVRSVKIKGTESGWLSMGRNWGQVWHINCDMRGQPLSFEL

SSSDGKTLTSFNVVPKDWEYGKTYTGKQFLL* 

CDS (coding sequence) 

>SitEXPA-21 

ATGGCTCCGCCGCTACTGCTCGTCTTCCTCCTCCTCCCGGCCCTCGCCGCCGGTCA

CCAGCATCCGTCCTCCTTCGGCTCCTCCGCCCTCTCCGAGTGGCGCCCCGCCAAGG

CCTCCTACTACGCCGCCGACCCCGAGGACGCCATTGGTGGGGCTTGCGGGTTCGG

GGATCTGGGGAAGCACGGTTACGGAATGGCGACGGTGGGGCTGAGCACGGCGCT

GTTCGATCGCGGAGCGGCGTGCGGCGGCTGCTACGAGGTCAGGTGCGTCGAGAA

TCTCAAGTATTGCCTCCCCGGCACCTCCATCGTCGTCACAGCCACCAACTTCTGCG

CCCCCAACTACGGCCTCCCCGCCGACGCCGGCGGCCACTGCAACCCGCCCAACCA

CCACTTCCTCCTCCCCATCCAGGCGTTCGAGAAGATTGCGCTCTGGAAGGCCGGC

GTCATGCCCATCCAGTACCGCCGTGTTAAGTGCCTCCGTGAAGGTGGTGTCAGGT

TTTCTGTCAACGGTCGACACTTCTTCTTCACAGTCCTAATCAGCAACGTTGGTGGC

GCGGGTGATGTGAGATCGGTGAAGATCAAAGGAACGGAGTCAGGATGGCTCTCG

ATGGGCCGCAACTGGGGTCAGGTGTGGCACATCAACTGTGACATGAGGGGCCAG

CCCCTGTCCTTCGAGCTCAGCTCAAGTGATGGCAAGACACTGACCAGTTTCAATG

TCGTGCCCAAGGATTGGGAATATGGTAAAACATACACCGGGAAGCAATTTCTGCT

GTAG 

Nucleotide 

>SitEXPA-21 

ACACTTGCACAGTTCCTCCACTGTCTACTACTACTCTACTCCACCCTCCTCCCTCA

AGGCCCCCAAGCCTCCAGCTTCACCGAGGCGTACCGGCACCGGCAGTGAGCAGC

TGGGAGCTATGGCTCCGCCGCTACTGCTCGTCTTCCTCCTCCTCCCGGCCCTCGCC

GCCGGTCACCAGCATCCGTCCTCCTTCGGCTCCTCCGCCCTCTCCGAGTGGCGCCC

CGCCAAGGCCTCCTACTACGCCGCCGACCCCGAGGACGCCATTGGTACGCACCAA



AGCTCGCCTCGCCTGCCTCATTCATTGTTCACCCGCATCCACGGTTCAGTTCCGCC

GAACCGTCCTTTCACTCCTTTAATTCGTAATGTCCATGCTGCGAGCACGCATAAAG

ATTTCTCTTTCGGGGTGCCACCGGAACGAAATCTCCCCCCAAACCGCACGTTCGC

TTACCGGAATTGTGCGACCGTACAGTTCGTGAATTGGTTGCGGTTTTCTGGTTCTC

CCCATAGGAATGTATTCTGATTTTTGGCTTCGTGATGCGGCGTGCAGGTGGGGCTT

GCGGGTTCGGGGATCTGGGGAAGCACGGTTACGGAATGGCGACGGTGGGGCTGA

GCACGGCGCTGTTCGATCGCGGAGCGGCGTGCGGCGGCTGCTACGAGGTCAGGT

GCGTCGAGAATCTCAAGTATTGCCTCCCCGGCACCTCCATCGTCGTCACAGCCAC

CAACTTCTGCGCCCCCAACTACGGCCTCCCCGCCGACGCCGGCGGCCACTGCAAC

CCGCCCAACCACCACTTCCTCCTCCCCATCCAGGCGTTCGAGAAGATTGCGCTCT

GGAAGGCCGGCGTCATGCCCATCCAGTACCGCCGGTATGTGTCGTTCTTGGCTGC

TGCTTTTGCTTCTGCTAGATCTGAGGTTATTTTTTCCCTAATCAACTTTGTGTGAAA

CTGTGAAAGCGCTTGCTGACCTAGAATTGAGTTGGTGCGCAATGTGGAACCCAAG

AAAAGCTGAATTGCGAGTGTCCGTTGGTGAGGAAAGCGAAGCCAAGAAGGGGGT

GAAAGTGGACCCTCTTCCAGAATTGTCAACTTGTGTGAGGGTTCGACCACATAGT

TTCACAAGCTGTAACGGCCAGTGTGCATGAGTATTACAGTTCCATTTTGACTGCTC

TGACCGGGAACTACTCCCTCTGTTTCAAAATGTAGGTCGTTTTAGCTTTTCTAGAT

ACATATATTTTGCTATGCACCTCAGTATGGTATTATGTCTAGATACGTAACAAAAT

CTATGTATTTAGAAAAGTCAAAACGACCTACATTTTGGAATGGAGGTAGTATTAG

GCAAATTGTAGTAGCCCAATTTGGTAGGCAAGAAAGAGGTCAGGACATCGACTC

TCTAACCCAGTAAGTGGAAGAATTATTTTGAAAGGTTTCTGATAAACCCCAAGTG

GATGGAAAAACCACTATATCCTGAAATATATATAATTGATTACCCTGCTTATTGG

CGGTATAACGGTCCCAGGTTGGATTGAAACAGAAACTACTAACGTCCCTATATTT

AATAATGAATGAGTTTACTTTTGGTTGATTTCTCTACTTTGTATTCATCCTAAATCT

GCTTAGTAGTGAGTTTTATTTTGCCCCTTGTATCTTGACTAGTCTAAGGTTATTAG

GAAGTAGAATAAGTGGAGCTAGGCAGTGCAGACCAAGTTCAAAAACATAGAAAA

TTTCTCATATCTGAGCTAGTCTCAGGGTTTTGTCAATTCTAGCCACAACTTCAGAC

CTCTGGATACTTTGGACAGCATTTTGTGTGAATATTTTGTTTTCCATTGGTTGCCTG

TATAAGGAGTAGCATGGCCATTATGGGAGCCAGCACGAAATGTGTCAGCATTATC

TGCACCTTTACTTAGGCATTTCTAAACAGAACTTTAGATGGTGACTTGATAGTCGG

CCATTATCTTAGCTTATATATTCCTGTTTTCTTCATATGTAGTGTTCCATACCCAAA

CAGATTTTAAAAACTTGGCACATGCATTTATAAATAAGTCTAGCAAAGTACTACT

CTGGCATTCCCAGTGGCATTCGAAATGTTGTATACATGTGCAATCATCATTATGTG

CATCTAAGTTGGCATTCTGGTGAGTAAGGTACATGTTCAAGAATCGAGTTGAGAT

TATTTCCTACATGGCCGATTGATAGAACATGATGCAATAATATTCTTTCCTGATTG

ATCTGTGTTCTGAAGAACATTGGGCTGTTGGTTGAAGCAATGCATACTATTATGC

ACATTTTAACTATTTTGCACTTGCTCTCCAACCACTTCTTACTTACGAGTTCATTAA

ATATAAGCAGTGTTTCCATAATGACAGATATACACCTATAGTGAACTGTCTCACT

CTGTGTCAAATGTTGCGTATAAAGCTAACTAAAGATATACATGTACAGCTAAATG

AAGCTAGAATCAACGTAATAGCGTGTTCAAAAGAAGAGTTGACTGAGTGAAACT

AACATGTTTCCTTGATTACTTGCAGTGTTAAGTGCCTCCGTGAAGGTGGTGTCAGG

TTTTCTGTCAACGGTCGACACTTCTTCTTCACAGTCCTAATCAGCAACGTTGGTGG

CGCGGGTGATGTGAGATCGGTGAAGATCAAAGGAACGGAGTCAGGATGGCTCTC

GATGGGCCGCAACTGGGGTCAGGTGTGGCACATCAACTGTGACATGAGGGGCCA

GCCCCTGTCCTTCGAGCTCAGCTCAAGTGATGGCAAGACACTGACCAGTTTCAAT

GTCGTGCCCAAGGATTGGGAATATGGTAAAACATACACCGGGAAGCAATTTCTGC

TGTAGAGGAGTACCAAAAGATCAGCTTACGGTTTCTCATTTTTGTTCTGATCCTAC



GAGTCAGACTGGTGTATATTCCTGCACGGAACAAGCAATATCATTAGGAGAAAAT

TGGCCTCAGATAGTTGCTCTTGCTCATAAATGCATTTTCATGTACCCCCTGATAGT

TGCTCTACAGAGGCTTGATGTATCAATCAAAATAGAAGGCCGTATTTGGGTCATT

GGATGTCTCCACTGTATAACAACGTTTTACCAGGCAAGCAATGATAATAGTATCT

CTGCACTTCTGTACTGGCAGCATGTCACATGAA 


