IDENTIFICATION

Species: Physcomitrium patens
Locus: Pp3c22_630V3

Gene Model: Pp3c22_630V3.1.p
Description: PpEXPB-05
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
KEGG: https://www.genome.jp/entry/gn:T01041

EXTERNAL RESOURCES
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DOMAIN ARCHITECTURE
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Specific hits Pollen_allerg_ 1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value

[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 38-160 9.31e-66
[+] Polien_allerg_1 pfam01357 Polien allergen; This family contains allergens lol P1, Pil and Plill from Lolium perenne 168-246 1.57e-17

MGGFQLGLLLLCCVVGVSQAWDLPGGVKLSAEGYNENWLGGHATWYGDPYGEGS
SGGACGYTQLTGTPIGSKIAAGNAPIFQEGKGCGQCYEVKCNYPSCSPQGTRIVITDLC
PGGQYCSTDQPAFDFSGAAITAMALPGRDGELRNIGLYDIQYKRVPCEYPNQNIAFKV
DAGSSKYWFSFTVKYLGGPGDINTVEVKCGKNGYFQYAQHSWGANWMLINYSGVP
FQFPLTIKITTKLNDHTVVAEDVIPDWFGPGVQYESNVQIRY™*

CDS (coding sequence)
>PpEXPB-05

ATGGGGGGCTTTCAGTTGGGGTTGCTGCTTCTGTGCTGTGTCGTGGGAGTGTCTCA
AGCATGGGATCTGCCCGGGGGTGTCAAACTTAGTGCCGAGGGCTACAATGAGAA
CTGGTTGGGTGGACATGCGACCTGGTACGGTGACCCCTACGGCGAGGGCTCGAGT
GGAGGAGCATGCGGCTACACCCAACTCACGGGCACACCGATTGGATCCAAAATC
GCCGCTGGCAATGCACCCATTTTCCAAGAAGGTAAGGGATGCGGTCAGTGTTACG
AAGTGAAGTGCAACTACCCGAGCTGCAGCCCTCAGGGAACCAGGATTGTCATTAC
TGACTTGTGTCCCGGAGGCCAGTATTGCAGTACTGACCAGCCCGCCTTCGACTTC
AGCGGCGCAGCCATTACTGCCATGGCGCTACCGGGTCGCGACGGGGAGCTGCGC
AACATTGGATTGTACGACATCCAGTACAAGCGCGTGCCATGCGAGTATCCCAACC
AGAACATTGCCTTCAAAGTGGACGCAGGATCCAGCAAGTACTGGTTTTCCTTCAC
CGTGAAGTACTTGGGTGGGCCAGGCGACATTAACACCGTGGAAGTAAAATGTGG
TAAGAACGGGTACTTCCAGTATGCTCAGCACAGCTGGGGAGCGAATTGGATGCTC
ATAAATTACTCAGGAGTACCGTTTCAGTTCCCTCTCACTATCAAGATCACGACGA
AGCTGAACGACCACACTGTCGTCGCTGAGGATGTGATCCCAGATTGGTTTGGCCC
AGGAGTTCAGTATGAGAGCAATGTACAGATTAGGTACTAG

Nucleotide
>PpEXPB-05

GTTTTCAGCGATTGCGCGCTTCTGCTTAGGATTTGCACAAACAACTCAAGAGCTT
GCAACGACTTGTATATAATGTCAATGGGGCGGTATGTTCTGCTCAAGAGCTTTCC
GGTTCCAGATTTAGTTCCTTCGAAGGTCGTTGACATCCTCTTGGAGTAGCAGCTCA



GTTCTGCCTTGAGTTGCCGCAATGGGGGGCTTTCAGTTGGGGTTGCTGCTTCTGTG
CTGTGTCGTGGGAGTGTCTCAAGCATGGGATCTGCCCGGGGGTGTCAAACTTAGT
GCCGAGGGCTACAATGAGAACTGGTTGGGTGGACATGCGACCTGGTACGGTGAC
CCCTACGGCGAGGGCTCGAGTGGTAGGTTCTTCTCTTGGTCCATGCCTATTCTTCA
CGCTTTGACGTTAGGTATTTTGAACTCTTCAATGTGTAGCCAGACTCACGCCACGG
TTGCTTGAGAACTGTCGCCAATTGTGGTCGGATTGCAGTCACTGACATCCTGCCTG
ATTCTTCCTTCGTGTAGGAGGAGCATGCGGCTACACCCAACTCACGGGCACACCG
ATTGGATCCAAAATCGCCGCTGGCAATGCACCCATTTTCCAAGAAGGTAAGGGAT
GCGGTCAGTGTTACGAAGTGAAGTGCAACTACCCGAGCTGCAGCCCTCAGGGAA
CCAGGATTGTCATTACTGACTTGTGTCCCGGAGGCCAGTATTGCAGTACTGACCA
GCCCGCCTTCGACTTCAGCGGCGCAGCCATTACTGCCATGGCGCTACCGGGTCGC
GACGGGGAGCTGCGCAACATTGGATTGTACGACATCCAGTACAAGCGCGTGCCA
TGCGAGTATCCCAACCAGAACATTGCCTTCAAAGTGGACGCAGGATCCAGCAAGT
ACTGGTTTTCCTTCACCGTGAAGTACTTGGGTGGGCCAGGCGACATTAACACCGT
GGAAGTAAAATGTGGTAAGAACGGGTACTTCCAGTATGCTCAGCACAGCTGGGG
AGCGAATTGGATGCTCATAAATTACTCAGGAGTACCGTTTCAGTTCCCTCTCACTA
TCAAGATCACGACGAAGCTGAACGACCACACTGTCGTCGCTGAGGATGTGATCCC
AGATTGGTTTGGCCCAGGAGTTCAGTATGAGAGCAATGTACAGATTAGGTACTAG
TTCAACTAGTTCACCATATCAGCGCATATCGAACCAACTGCGAAGACGCCCAGCA
GGGTGAATATGCATGTATATCTTGCCCCAGCCAGAGGCGGAGTTTACGAAGAGG
AAGACTCTACAACACCTGGAGAAAGGAACTCTAGCTTGTGTACTTCTCAGTTCAG
TTTTGACAGGTTCTTGCCGAGTTGCCAGTGATCGAAGTCTCCTTAGTCTTGGTCGA
GAGAGCAGCCGACTGCGGCGTTTACAATCGACGACGATTTGCCCGTCAGAGAAG
CTCCCACATTGTCGAGACTGACCCGGAGCACAGATCCGGCTGCTGCTAGTGAGCC
TGATAGTGAGTGGTTCTCAAGGATTGAATCTTGTCTGTGCGACTCAAATATCTATA
TATCGCTTTACGATTCTTGAATGCTTTGTTCATGCTTTGCGCAGCCATTGATTCTGC
CCACTTCGCCATCCATCGTTCCATCCGAAGTTGTTCAAATATTGTTGCATTTGTTTT
TGTTTTTTTTTTTTTTTTTTATTA




