
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin02G283000 

Gene Model: Misin02G283000.1.p 

Description: McsEXLA-03 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXLA-03 

MAVVTRGAASLPLVLLLLLVFFFFAAPSPADGCDRCVRRSKATYQASSLALNAGSCG

YGSLAASFNGGFLAAASPELYRGGVACGACFQVRCRDTELCSAAGAKVVVTDQARR

TSNRTGLVLSAAAYAAMATSAGKAARLKGRRVVDVEYKRIPCEYAKDRNLSIRVVE

KSRPPSNLSIRFLYQGGQTDIVAVDVATVGSSNWRFMTRDHGPAWSTAQAPAGPLQL

RLVVTGGYDGKWVWAESEVLPRRWEAGRVYDTGVQVSDVAQEGCYPCDTHEWQ* 

CDS (coding sequence) 

>McsEXLA-03 

ATGGCTGTCGTCACGAGAGGCGCCGCGTCCCTGCCCCTCGTCTTGCTGCTCCTACT

AGTCTTCTTCTTCTTCGCGGCCCCGTCGCCGGCTGACGGCTGCGACCGCTGCGTGC

GCCGCTCCAAGGCCACCTACCAGGCCTCCTCGCTCGCCCTCAACGCCGGTTCGTG

CGGGTACGGCTCCTTGGCCGCGTCCTTCAACGGCGGCTTCCTCGCCGCGGCCAGC

CCCGAGCTCTACAGGGGCGGCGTCGCCTGCGGTGCCTGCTTCCAGGTGCGGTGCA

GGGACACCGAGCTGTGCAGCGCGGCGGGCGCGAAAGTGGTGGTGACGGACCAGG

CGCGGAGGACGTCGAACCGCACGGGCCTGGTGCTGAGCGCCGCGGCGTACGCGG

CCATGGCCACCAGCGCCGGCAAGGCCGCGCGGCTCAAGGGCCGGCGCGTCGTCG

ACGTCGAGTACAAGAGGATACCCTGCGAGTACGCGAAGGACCGCAACCTGTCGA

TACGCGTGGTGGAGAAGAGCCGGCCGCCGAGCAACCTATCCATCAGGTTCCTGTA

CCAGGGCGGCCAGACCGACATCGTCGCCGTCGACGTCGCAACCGTCGGGTCGTCC

AACTGGCGGTTCATGACGCGGGACCACGGGCCGGCGTGGAGCACGGCGCAGGCG

CCGGCGGGGCCGCTGCAGCTCCGGCTGGTGGTGACCGGCGGCTACGACGGCAAG

TGGGTGTGGGCGGAGTCGGAGGTGCTGCCGCGCCGGTGGGAGGCCGGCCGCGTC

TACGACACCGGGGTGCAGGTCTCCGACGTCGCGCAGGAAGGCTGCTACCCCTGCG

ACACGCACGAGTGGCAGTGA 

Nucleotide 

>McsEXLA-03 

GGGGTCGGTGGCCGCCCCCGTGGCCCCCTGTCCCAGAAGAACCAACCTCCCTCTC

GCTATATCCGTCCCACGGCGCCGCGCTTGGGTCCCTCCCAAAGACCCAAACGTGT

ACGCGTCCCGTGTCCAAAACATTCTGCGGCCTGTTGGAGGGCAGCACCAAGTATC



AGCCTGGTTCTAGTCTAGCTACTACCTGGCACTAGCTGGCTTCTTTCTGCCCTGCA

GCGGCCTGAATCGGAAACCACAGCGGCAGCCGGCAGGCAACCTTGCGGCGGCCG

CGTGGAGGCGGCGCATAAAGCCAGCCGGCGCTCCTGCAAGCGCAAACAATCCCC

GGCCTCAACTAGTAAACAAAACTGCTTCCGGCCTTCCTCGACCTCGGGCTCGATC

GGTCCATGGCTGTCGTCACGAGAGGCGCCGCGTCCCTGCCCCTCGTCTTGCTGCTC

CTACTAGTCTTCTTCTTCTTCGCGGCCCCGTCGCCGGCTGACGGCTGCGACCGCTG

CGTGCGCCGCTCCAAGGCCACCTACCAGGCCTCCTCGCTCGCCCTCAACGGTACG

CACTACGCAGGCGTCCCGCCGCTCGCTGCCTTGTGCGTTTCGGAGTCCGTTTCTGT

GGCGTGCAAGATTAATTGATTGATTCGTCTTTCGGTTGCTGAATGAATTGCGCAG

CCGGTTCGTGCGGGTACGGCTCCTTGGCCGCGTCCTTCAACGGCGGCTTCCTCGCC

GCGGCCAGCCCCGAGCTCTACAGGGGCGGCGTCGCCTGCGGTGCCTGCTTCCAGG

TACCTTCTTTACTTCTTCCGGAGGCCGGAGCTGTCGGCAGCAATTCCTCTGTTTTC

TTGGTGGGCGAATTTGGATTGTATGTATGTAAGCAAGGAGTGGCATTGCAGGTGC

GGTGCAGGGACACCGAGCTGTGCAGCGCGGCGGGCGCGAAAGTGGTGGTGACGG

ACCAGGCGCGGAGGACGTCGAACCGCACGGGCCTGGTGCTGAGCGCCGCGGCGT

ACGCGGCCATGGCCACCAGCGCCGGCAAGGCCGCGCGGCTCAAGGGCCGGCGCG

TCGTCGACGTCGAGTACAAGAGGTAGTTTCCTCTGCTCTGCTCGGTGTCCGTAGTT

AGTGCCAGCTCAGCTTTCACTCCCACGTGCCGACGATGCAGCAGAGTTCGTTCTG

TGGGAGGAGGACTAAAAGAGATGGATTTTGCTTGTACGCCCAGGATACCCTGCG

AGTACGCGAAGGACCGCAACCTGTCGATACGCGTGGTGGAGAAGAGCCGGCCGC

CGAGCAACCTATCCATCAGGTTCCTGTACCAGGGCGGCCAGACCGACATCGTCGC

CGTCGACGTCGCAACCGTAAGCTGATTTCTTCCTTAGTATGCTCTAGTAGTACTGT

ACTACCAAACAGAGACATTTCTCTTCTCGCCTGTTTGTTTGTTGTTTTCCCAACGA

GTTTTGAAAGCGGAGGTCAGCAAGCAACGGTTCGATCGAATTCACCGTCGGCTCC

ATTGTGACGTCGTTCGCGTGCGTGTGGTTTGTTTTTGGCAGGTCGGGTCGTCCAAC

TGGCGGTTCATGACGCGGGACCACGGGCCGGCGTGGAGCACGGCGCAGGCGCCG

GCGGGGCCGCTGCAGCTCCGGCTGGTGGTGACCGGCGGCTACGACGGCAAGTGG

GTGTGGGCGGAGTCGGAGGTGCTGCCGCGCCGGTGGGAGGCCGGCCGCGTCTAC

GACACCGGGGTGCAGGTCTCCGACGTCGCGCAGGAAGGCTGCTACCCCTGCGAC

ACGCACGAGTGGCAGTGACGCCGCACGGGCTGGATTGTAAATTGTACAGCTCTTT

TTTTCTTTTCTTTTCTTTTTTGCTTTCCGTCCATTTTCGGATGGATGGGCGACAGAT

ATGAAATGATGAGCGGAATCGGAGAGTCAAATCAAATCTCAAACAAACGTGCCG

TTGCAACTGGGTTCGGCCGTGTTGACTCACTTCTTGGGTGAGCAGCGGAGTTGGA

GCGCACGATGCGTGTGCTGTGTGCACGATG 




