IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G283000

Gene Model: Misin02G283000.1.p
Description: McsEXLA-03
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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List of domain hits o
Name Accession Description Interval E-value
[+) DPBB_EXLA_N cd22276 N-terminal double-pei beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 28-157 1.09e-56
[+] Polien_allerg_1 plam01357 Pollen allergen; This family contains allergens lel PI, Pil and PIll from Lolium perenne 168-239 121e-14

>McsEXLA-03

MAVVTRGAASLPLVLLLLLVFFFFAAPSPADGCDRCVRRSKATYQASSLALNAGSCG
YGSLAASFNGGFLAAASPELYRGGVACGACFQVRCRDTELCSAAGAKVVVTDQARR
TSNRTGLVLSAAAYAAMATSAGKAARLKGRRVVDVEYKRIPCEYAKDRNLSIRVVE

KSRPPSNLSIRFLYQGGQTDIVAVDVATVGSSNWRFMTRDHGPAWSTAQAPAGPLQL
RLVVTGGYDGKWVWAESEVLPRRWEAGRVYDTGVQVSDVAQEGCYPCDTHEWQ*

CDS (coding sequence)
>MCcsEXLA-03

ATGGCTGTCGTCACGAGAGGCGCCGCGTCCCTGCCCCTCGTCTTGCTGCTCCTACT
AGTCTTCTTCTTCTTCGCGGCCCCGTCGCCGGCTGACGGCTGCGACCGCTGCGTGC
GCCGCTCCAAGGCCACCTACCAGGCCTCCTCGCTCGCCCTCAACGCCGGTTCGTG
CGGGTACGGCTCCTTGGCCGCGTCCTTCAACGGCGGCTTCCTCGCCGCGGCCAGC
CCCGAGCTCTACAGGGGCGGCGTCGCCTGCGGTGCCTGCTTCCAGGTGCGGTGCA
GGGACACCGAGCTGTGCAGCGCGGCGGGCGCGAAAGTGGTGGTGACGGACCAGG
CGCGGAGGACGTCGAACCGCACGGGCCTGGTGCTGAGCGCCGCGGLCGTACGCGG
CCATGGCCACCAGCGCCGGCAAGGCCGCGCGGCTCAAGGGCCGGLGLGTCGTCG
ACGTCGAGTACAAGAGGATACCCTGCGAGTACGCGAAGGACCGCAACCTGTCGA
TACGCGTGGTGGAGAAGAGCCGGCCGCCGAGCAACCTATCCATCAGGTTCCTGTA
CCAGGGCGGCCAGACCGACATCGTCGCCGTCGACGTCGCAACCGTCGGGTCGTCC
AACTGGCGGTTCATGACGCGGGACCACGGGCCGGCGTGGAGCACGGCGCAGGCG
CCGGCGGGGCCGCTGCAGCTCCGGCTGGTGGTGACCGGCGGCTACGACGGCAAG
TGGGTGTGGGCGGAGTCGGAGGTGCTGCCGCGCCGGTGGGAGGCCGGCCGLCGTC
TACGACACCGGGGTGCAGGTCTCCGACGTCGCGCAGGAAGGCTGCTACCCCTGCG
ACACGCACGAGTGGCAGTGA

Nucleotide
>McsEXLA-03

GGGGTCGGTGGCCGCCCCCGTGGCCCCCTGTCCCAGAAGAACCAACCTCCCTCTC
GCTATATCCGTCCCACGGCGCCGCGCTTGGGTCCCTCCCAAAGACCCAAACGTGT
ACGCGTCCCGTGTCCAAAACATTCTGCGGCCTGTTGGAGGGCAGCACCAAGTATC



AGCCTGGTTCTAGTCTAGCTACTACCTGGCACTAGCTGGCTTCTTTCTGCCCTGCA
GCGGCCTGAATCGGAAACCACAGCGGCAGCCGGCAGGCAACCTTGCGGLGGLCG
CGTGGAGGCGGCGCATAAAGCCAGCCGGCGCTCCTGCAAGCGCAAACAATCCCC
GGCCTCAACTAGTAAACAAAACTGCTTCCGGCCTTCCTCGACCTCGGGCTCGATC
GGTCCATGGCTGTCGTCACGAGAGGCGCCGCGTCCCTGCCCCTCGTCTTGCTGCTC
CTACTAGTCTTCTTCTTCTTCGCGGCCCCGTCGCCGGCTGACGGCTGCGACCGCTG
CGTGCGCCGCTCCAAGGCCACCTACCAGGCCTCCTCGCTCGCCCTCAACGGTACG
CACTACGCAGGCGTCCCGCCGCTCGCTGCCTTGTGCGTTTCGGAGTCCGTTTCTGT
GGCGTGCAAGATTAATTGATTGATTCGTCTTTCGGTTGCTGAATGAATTGCGCAG
CCGGTTCGTGCGGGTACGGCTCCTTGGCCGCGTCCTTCAACGGCGGCTTCCTCGCC
GCGGCCAGCCCCGAGCTCTACAGGGGCGGCGTCGCCTGCGGTGCCTGCTTCCAGG
TACCTTCTTTACTTCTTCCGGAGGCCGGAGCTGTCGGCAGCAATTCCTCTGTTTTC
TTGGTGGGCGAATTTGGATTGTATGTATGTAAGCAAGGAGTGGCATTGCAGGTGC
GGTGCAGGGACACCGAGCTGTGCAGCGCGGCGGGCGCGAAAGTGGTGGTGACGG
ACCAGGCGCGGAGGACGTCGAACCGCACGGGCCTGGTGCTGAGCGLCLCGLGGLGT
ACGCGGCCATGGCCACCAGCGCCGGCAAGGCCGCGCGGCTCAAGGGLLGGLGLEG
TCGTCGACGTCGAGTACAAGAGGTAGTTTCCTCTGCTCTGCTCGGTGTCCGTAGTT
AGTGCCAGCTCAGCTTTCACTCCCACGTGCCGACGATGCAGCAGAGTTCGTTCTG
TGGGAGGAGGACTAAAAGAGATGGATTTTGCTTGTACGCCCAGGATACCCTGCG
AGTACGCGAAGGACCGCAACCTGTCGATACGCGTGGTGGAGAAGAGCCGGLCLGC
CGAGCAACCTATCCATCAGGTTCCTGTACCAGGGCGGCCAGACCGACATCGTCGC
CGTCGACGTCGCAACCGTAAGCTGATTTCTTCCTTAGTATGCTCTAGTAGTACTGT
ACTACCAAACAGAGACATTTCTCTTCTCGCCTGTTTGTTTGTTGTTTTCCCAACGA
GTTTTGAAAGCGGAGGTCAGCAAGCAACGGTTCGATCGAATTCACCGTCGGCTCC
ATTGTGACGTCGTTCGCGTGCGTGTGGTTTGTTTTTGGCAGGTCGGGTCGTCCAAC
TGGCGGTTCATGACGCGGGACCACGGGCCGGCGTGGAGCACGGCGCAGGLCGLLG
GCGGGGCCGCTGCAGCTCCGGCTGGTGGTGACCGGCGGCTACGACGGCAAGTGG
GTGTGGGCGGAGTCGGAGGTGCTGCCGCGCCGGTGGGAGGCCGGCCGCGTCTAC
GACACCGGGGTGCAGGTCTCCGACGTCGCGCAGGAAGGCTGCTACCCCTGCGAC
ACGCACGAGTGGCAGTGACGCCGCACGGGCTGGATTGTAAATTGTACAGCTCTTT
[TTTCTTTTCTTTTCTTTTTTGCTTTCCGTCCATTTTCGGATGGATGGGCGACAGAT
ATGAAATGATGAGCGGAATCGGAGAGTCAAATCAAATCTCAAACAAACGTGCCG
TTGCAACTGGGTTCGGCCGTGTTGACTCACTTCTTGGGTGAGCAGCGGAGTTGGA
GCGCACGATGCGTGTGCTGTGTGCACGATG






