
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.1G248900 

Gene Model: Seita.1G248900.2.p 

Description: SitEXPB-02 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXPB-02 

MAASSSSSSAASAVLLASLVVCGACLFGSAEASGAAHRVVDPEWHPATATWYGSAE

GDGSDGGACGYGTLVDVVPMKARVGAVSPVLFKSGEGCGACYKVRCLDHNICSRR

AVTVIVTDECPGGVCGGGRTHFDLSGAAFGRLAVAGAGGQLRNRGEINVVFRRTAC

RYGGKNIAFHVNEGSTSFWLSLLVEFEDGDGDIGSMQLKQVLSEKTTTRGELASRRK

LG* 

CDS (coding sequence) 

>SitEXPB-02 

ATGGCCGCCTCCTCGAGCTCTTCTTCCGCCGCCAGCGCCGTGCTCCTCGCGTCGCT

CGTCGTCTGTGGTGCGTGCCTCTTCGGCTCGGCGGAGGCTTCGGGGGCGGCGCAC

AGGGTGGTCGACCCGGAGTGGCACCCGGCCACCGCCACCTGGTACGGCAGCGCC

GAGGGCGACGGCAGCGACGGCGGCGCGTGCGGGTACGGGACGCTGGTGGACGTG

GTGCCGATGAAGGCGCGCGTGGGCGCGGTGAGCCCCGTGCTGTTCAAGTCCGGC

GAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTCGACCACAACATCTGCTCGC

GCCGCGCCGTCACGGTCATCGTCACGGACGAGTGCCCCGGCGGGGTCTGCGGCG

GCGGACGCACGCACTTCGACCTCAGCGGCGCCGCGTTCGGCCGCCTCGCCGTCGC

CGGCGCCGGCGGCCAGCTGCGCAACCGGGGCGAGATCAACGTCGTGTTCCGCAG

GACGGCGTGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGAGGGCTC

CACCAGCTTCTGGCTCTCCCTCCTGGTCGAGTTCGAGGACGGCGACGGTGACATC

GGATCCATGCAGCTCAAGCAGGTTCTCTCAGAGAAAACAACGACACGGGGGGAG

CTAGCTAGTAGAAGGAAACTAGGCTAA 

Nucleotide 

>SitEXPB-02 

CAGCCATCCAGGCAGCCACCACCCTAGCGCCCCTACCCGTGCATCCCCATTGTCC

CTTCCACGCCATTTGTGCAGAGGGGGCAGCTCTGAGCGCTCTGCGCATCGGGGAC

TGGGGCTTCTCGAAGGCCTAAAAGCGATCCCAGAAAGAGAGGAGCGGGTGGTAG

TACCACCGCGCGGCCATTCCTGCACGAGACAGCAGAGCAGTGTCGGTAGGTGTTC

GCTCGCTGCTGGTCTTTCCCTGGTTGCGCCGCCGTGCTCTGCTCTTCACGTGCGCG



CGCGCCATGGCCGCCTCCTCGAGCTCTTCTTCCGCCGCCAGCGCCGTGCTCCTCGC

GTCGCTCGTCGTCTGTGGTGCGTGCCTCTTCGGCTCGGCGGAGGCTTCGGGGGCG

GCGCACAGGGTGGTCGACCCGGAGTGGCACCCGGCCACCGCCACCTGGTACGGC

AGCGCCGAGGGCGACGGCAGCGACGGTAAGGCCTCGTATGCTCAGCTCAATTCTC

ACGTCTCATTCGTTCTGGGTGGAGGAGTATATGCACTCTATCGATCGATCGGCTA

AGAGTTAACAATGGCGATTGCATTGCACCCCTTCACTGCACTCAAACTCGTCTTC

AGTAAGCATCAAACTCTTAACCATTGGATTCCCAGTAGGTACTGTTTTTCTTTTGC

AAATTGCCAAATTGTTCTTGCCGTTGCAACATTTTGGCGCTATTACCTCGGTGTAT

CCCTCCCTGAGGTCCGATACAGAGAGAAGAACTTTGTCTGCCACCGTAGATTCGA

GACAATTGTCAAGCCAAGAGCCTTTAAGATTCGTGCGTACGATTGTGGCCGGCAA

CGGAGCATGTGGCCACGGCCGTGCTCTACCGTGTCGGGTCCTTAACTCGCCGCTT

TTACTAGGAACCAACGACCGTATCGGGGTATAATCCACCGACACTCCGTTGTATT

TTCCGCCTGGCACAGACAAGTGGGCCAAATGGATGTATTAACCTGCAAGTCAAAA

ATTGCAGCTTGTGCTGTGCTACATCATGTGCGTAGTACAGTGGTCAATGGAGGAG

CTGCAGAGTCCAGGGATGGCTCAGTACTAAACTCACGCTTCTTTTGTTCTTTTCAC

AGCGAGTGTAGCATCAGCGTTGTTTTTACTCTGACCAATGTAGAGTGAACTAGTG

GAAACAGTCATGCATGCAAAGCAAGAAGGGTTGTTATGGGCAGTCAGTTTGGAG

TTTGGTTACTCATCTCTCAACGGAACTGCTGACCTCTCTGCATGCTGTTCCTGTCC

ATACTGGAACCAGTTGCATTTCCCTGCGTCCCCACAAATATCCTGTCGCCGTCTGG

CTAGTGATTGTTAGATCTGAACCACGCAGTAAGCACGTGTCGGTTTTACCTTTTGC

ACCTGTACTTTCTACTTTCTAGGTTGTGTGAAACTGTCATGATAGTAGCTGCGGCT

CTCTAATAATCCCTGTCACCGTGTTGAATATAATGTTGATGAACCCAGGCGGCGC

GTGCGGGTACGGGACGCTGGTGGACGTGGTGCCGATGAAGGCGCGCGTGGGCGC

GGTGAGCCCCGTGCTGTTCAAGTCCGGCGAGGGCTGCGGCGCCTGCTACAAGGTC

CGGTGCCTCGACCACAACATCTGCTCGCGCCGCGCCGTCACGGTCATCGTCACGG

ACGAGTGCCCCGGCGGGGTCTGCGGCGGCGGACGCACGCACTTCGACCTCAGCG

GCGCCGCGTTCGGCCGCCTCGCCGTCGCCGGCGCCGGCGGCCAGCTGCGCAACCG

GGGCGAGATCAACGTCGTGTTCCGCAGGTACGGTGGTGACAATGAGACCATCCA

CTAGTGGTTATGTACGAGTAGGACAGACATGAATGCTGTAAAGAGTAAAAGAAA

CGCTGGCGGCGGTTGCGGTCAACCGTATCCGGCAAACTGCTCAACTGCATGCCTT

GCGTCTGACGTTACTAGAAACGCAGACACTTGAACTCTGTCAAAAAGGGATTCTA

CAGTACCGTGTTTTTCCCGGCAGTGGTACCACAGAGAGTTGACAGAGTTAAAAAT

GTGCTGCTGTCAGACGAAGCACTTCGGGGGTGAGGAGATCATACCTACGTATATA

CTCCTATAAAGAAAATAGCTTACAGTTAGGTGGTCCCGTTCATAGATGTGCACTT

ATTTTAGAATAAATTTTGAACTCTAGAAATTTTGAACTCTTGAAAAAAACAACGG

AGGGAGTATGCGTGTACTCTCTCCGTTCCAAACTGTAGATCATTCCAATTTTTTTG

AGAGTCAAACCATTTTATGTTTGACCAAAATTATAGAGAGGATTACGAAGATTTA

TAGCCCAAATAGATATACTATAAAAATATATTTAATGAAGAATCTAATGGTGCTT

ATTTGGTATCATAAATGTTCGTAGTTTATTGTATAAATTTAGTCAACTTGAGATGA

TTTGACTCTCCAAAAAATTAGAATAACTTACAATTTGAAACGGAAAGATTACCTG

ATGCCTCTGCAGCCCCGCCGCCCGCGGTGGTTGTTTGATCTTGGACGTGCACCAA

GCAGAAATCAATGCGCGCGAGACAGAGTTCGCACTGTCCGTACTCGCTCATGGCG

TGTGTTGGAATGAGTAGCTACAGTTTACGATGAGCGACGACCAGCGTGTTGCGTG

CTTCTGGGGTAACTGGGCGGTGAATACTACTTCAGTACTGACTACTGACGGGTGG

GGCTTACGGGCGTTTGTATGCTTGCAGGACGGCGTGCAGGTACGGGGGCAAGAA

CATCGCCTTCCACGTGAACGAGGGCTCCACCAGCTTCTGGCTCTCCCTCCTGGTCG

AGTTCGAGGACGGCGACGGTGACATCGGATCCATGCAGCTCAAGCAGGTAACAA



CACATCACCGGACCTTTTCTTCACACTTCCCACTTCACACCGCGCACAAGTCGACT

CCATCTCGCCGCCTATGCAATGCTGAATACGAGGGCTCTGCCTCAATAATCCGGT

GGGCAGGGTGTTGGCGATTTGTTTTCCTAGGGACAGCCAGGTGTTCGTGGGCACT

GGCCACTGGGCAGCGCTAGTGCAGCATGTGAGTGGGAACCCTCCTTTTCACATGC

GTGTGTGCTAGGGACACGGGCGATGGTTTTCTGGACGGATGGGCCAGCATGGGCC

GGAGCTAGGCCTTTTCTGTCTGTTTCCCTTTTGTGCTTGCTCGCAAACTTTTCTTTC

ATCAACTTTGTCGTGCATTGGCTATTGTTGGCAGTATAATAATGGGTTCCTTCTAG

AAATCTAGACTCACATAGTCACATGCAGGTTCTCTCAGAGAAAACAACGACACG

GGGGGAGCTAGCTAGTAGAAGGAAACTAGGCTAACTTGGTACAGTTTGGAGCTTT

TGCCGGGCAAGTCTAGCGTGGTATGGCACAAGGCAGTGTTTTGTTACCCCTACGC

TGTAAATAGTAATTTGTACTGGTTCATAGGTAGGCAAAGGGAAAGGTTATGTGCC

TGAAGTGCTTCAGTTGACAGCTACACGTGCTCCAGTTCATTTTGTCAAGAGAATA

ATCTGCTCCTTTCCCCTATAGCCTGCTTCTGCTTGTACAATAATTGCTACAACCTTT

CAACAGTGTCCCTCCATCATGTGGGGAATAAAGATGGAGTTAAACTCGTCTTCCG

GTCTCACACTGTCGAAAGTTCCTGTGGTTTTCTAGAGTGACAGCAATTGCAACTTC

TCTGGATGCAGGCAAACTCGGCGCAGTGGCAGGACATGCAGCACATCTGGGGGG

CCACCTGGAGCCTCACCCCGGGCCCGCTCGTCGGGCCCTTCTCCGTGAGGCTGAC

GACCCTGACCGGCAAGCAGACGCTCACGGCCCAGGACGTCATCCCCAAGAACTG

GACCCCCAAGGCCACCTACACCTCCCGCCTCAACTTCGGGTAGGTGAAGCCCGCC

GGGCTCGCGTATTCTCAGCCCGCGGTGTAGTTCAATGGGCTTAGATACAGTCATT

TGGAGGCCCATACTGTTCTCGTGTAGTTTGAGCGTGTCGAGCAAGTATTTGGGCC

CAGGTAGCCCTCTCCACCTAAAAAGGGCAGGAGAGAGAGCGTGTGATTGGTTGG

TGTGAGCCGCATGCTTCCTGGAGGCTGGAATGGGAGCTCCGGTGAAGAGCGGCTT

GGATGAACTCATGGTCCTCGGTCTACAATCTACTTATACTTGTTTGTGCGTTTTTT

ATTTACGACTGTTACTATGCCCTTGGTATATTTGGGTTGTAACTTGTGACTTGTGC

ACCGTAAACTATAATCTTATATTGTTCGTTCCTGTTACCTATCAAGGAATGGAGCC

ATATGAAATTATGGAAGTTCACATGATCAACTGTCGCTGTTCACTGTTCACGAAC

TATGTATGTTGCCGTCTGCGCTGCG 


