
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin02G274200 

Gene Model: Misin02G274200.1.p 

Description: McsEXPB-23 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-23 

MAAAVISISSSKVAALAALFVVLAMYAEAASPNGGWQAAKATWYGAPNGAGPDDN

GGACGFKNTNQYPYMSMTSCGNQPLFKDGKGCGACYQIRCLNSTHDACSGRAKRVI

ITDMNYYPVSKYHFDLSGTAFGAMAKTGLNDKLRHAGIIDIQFRRVPCNYNGLNVNF

RVQVGSNQNYFAVLVQYAGKDGAVVQLDLMETDRATGKPTGVWTPMRVSWGAV

WRLDTKRPLQPPFSLRVRSDSGKTLVANNVIPADWKPMTDYPSSVQFP* 

CDS (coding sequence) 

>McsEXPB-23 

ATGGCCGCCGCCGTGATCTCCATCTCCTCCTCAAAGGTTGCTGCACTCGCTGCACT

GTTCGTGGTGCTCGCGATGTACGCCGAGGCGGCGAGCCCCAACGGCGGCTGGCA

GGCGGCCAAGGCCACCTGGTACGGCGCGCCCAACGGCGCCGGCCCTGACGACAA

CGGCGGCGCGTGCGGGTTCAAGAACACCAACCAGTACCCGTACATGTCCATGAC

GTCGTGCGGTAACCAGCCCCTGTTCAAGGACGGCAAGGGCTGCGGCGCATGCTAC

CAGATACGGTGCCTCAATAGCACCCACGACGCTTGCTCCGGCAGAGCGAAGCGT

GTGATCATCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTCA

GCGGCACGGCGTTCGGCGCCATGGCCAAGACCGGGCTCAACGACAAGCTCCGCC

ACGCGGGCATCATCGACATCCAGTTCAGGCGGGTGCCCTGCAACTACAATGGCCT

GAACGTCAACTTCCGCGTCCAGGTGGGCTCCAACCAGAACTACTTCGCGGTGCTG

GTGCAGTACGCGGGCAAGGACGGCGCCGTGGTGCAGCTGGACCTGATGGAGACC

GACAGGGCCACCGGCAAGCCGACGGGCGTGTGGACGCCGATGCGCGTGTCGTGG

GGCGCCGTCTGGCGCCTGGACACCAAGCGCCCGCTGCAGCCGCCCTTCTCGCTGC

GCGTTCGGAGCGACTCCGGCAAGACGCTGGTGGCCAACAACGTCATCCCGGCCG

ACTGGAAGCCGATGACCGACTACCCCTCCTCCGTCCAGTTCCCCTAG 

Nucleotide 

>McsEXPB-23 

TGTTGTCCTCCGGTCGACCAACAAAAACACCGACGACCGAACATCCAAGTACAA

GTACTCGCTAATCTTGAAAATTATAAGTGACTAGCTGCTGGTTCCATCGAGCTGA

GATGGCCGCCGCCGTGATCTCCATCTCCTCCTCAAAGGTTGCTGCACTCGCTGCAC



TGTTCGTGGTGCTCGCGATGTACGCCGAGGCGGCGAGCCCCAACGGCGGCTGGCA

GGCGGCCAAGGCCACCTGGTACGGCGCGCCCAACGGCGCCGGCCCTGACGACAA

CGGTACGTGCGTGCGTCCCCGCACACGGTGGTTGCTACTACCAATGCCCGTGTGC

ATGTCTGACGTTGTCGTGTCATATCTGTGCAGGCGGCGCGTGCGGGTTCAAGAAC

ACCAACCAGTACCCGTACATGTCCATGACGTCGTGCGGTAACCAGCCCCTGTTCA

AGGACGGCAAGGGCTGCGGCGCATGCTACCAGGTAGTAGAGTACTCTACAAATA

AATTACTAGTTAATCTAGACACAGTTACTACTCTAATCTGGTCAACAGTGGCGGA

TGTAGGACAGGATTGAAGGTTTCTTCTTCTTCCTCTCTCTCTATTTTATTCTTTCCT

CCACCTCTTCTTCTCCCTCACCCTCTCTATATTTTCATTGATGCATCAGCTGTAGGA

GTGGAGCCCCCCCCCCTCAGCTGTAGGGGGAAGCCCCCCCTAGATCCGCCCCTGC

TGGTCAGTTAATTTGATAGTAGGTCAACCGTAGCAGTAACCCTTTAATATCCTCG

ATACTGACGACGTTGTTGAAAACCCATCAGATACGGTGCCTCAATAGCACCCACG

ACGCTTGCTCCGGCAGAGCGAAGCGTGTGATCATCACCGACATGAACTACTACCC

GGTGTCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAG

ACCGGGCTCAACGACAAGCTCCGCCACGCGGGCATCATCGACATCCAGTTCAGGC

GGGTGCCCTGCAACTACAATGGCCTGAACGTCAACTTCCGCGTCCAGGTGGGCTC

CAACCAGAACTACTTCGCGGTGCTGGTGCAGTACGCGGGCAAGGACGGCGCCGT

GGTGCAGCTGGACCTGATGGAGACCGACAGGGCCACCGGCAAGCCGACGGGCGT

GTGGACGCCGATGCGCGTGTCGTGGGGCGCCGTCTGGCGCCTGGACACCAAGCG

CCCGCTGCAGCCGCCCTTCTCGCTGCGCGTTCGGAGCGACTCCGGCAAGACGCTG

GTGGCCAACAACGTCATCCCGGCCGACTGGAAGCCGATGACCGACTACCCCTCCT

CCGTCCAGTTCCCCTAGCCGCGCGCTGTGATCACCCGGATCGTTGTTATTCGTCCG

ATTAATTATGTGTTGTCGTTGTGAGTAGAGGCTAGACCCTCGTTCCATTATCTTAA

AAAATGGTGTTGTCGACGTTGTAAGTACGTGTCTTCAGATGCGTGGGATAATGGA

GGAGGCAATGTGATCTCCCGCCCACCATTGCAACATTTGAAAATAATAACATGCT

GTTTGT 




