
IDENTIFICATION 

Species: Setaria viridis 

Locus: Sevir.5G368500 

Gene Model: Sevir.5G368500.1.p 

Description: SvEXPA-17 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SvEXPA-17 

MATANVLLLLCSAVCFLARRAAGDYGGWQSAHATFYGGGDASGTMGGACGYGNL

YSTGYGTNTAALSTALFNDGASCGQCFELRCDNAGASCLPGTITVTATNFCPPNYGLP

SDDGGWCNPPRPHFDMAQPAFLQIAQYRAGIVPVAYRRVPCVKKGGIRFTINGHSYF

NLVLVTNVAGAGDVQSVSIKGSSTGWQAMSRNWGQNWQSNSLLDGQALSFKVTAS

DGRCVTSNNAAPAGWSFGQTFEGSQF* 

CDS (coding sequence) 

>SvEXPA-17 

ATGGCAACCGCCAATGTCCTCCTCCTGCTCTGCTCCGCCGTCTGCTTCCTCGCCCG

CCGGGCCGCCGGCGACTACGGCGGGTGGCAGAGCGCCCACGCCACGTTCTACGG

CGGCGGCGACGCGTCCGGCACAATGGGCGGGGCGTGCGGGTACGGGAACCTGTA

CAGCACCGGGTACGGCACGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACGA

CGGCGCCTCCTGCGGGCAGTGCTTCGAGCTGCGCTGCGACAACGCCGGGGCGTCG

TGCCTGCCGGGCACCATCACCGTGACGGCCACCAACTTCTGCCCGCCAAACTACG

GCCTCCCCAGCGACGACGGCGGCTGGTGCAACCCGCCGCGCCCGCACTTCGACAT

GGCCCAGCCAGCCTTCCTCCAGATCGCCCAGTACCGCGCCGGCATCGTGCCCGTC

GCCTACAGGAGGGTGCCGTGCGTGAAGAAGGGCGGGATCCGGTTCACCATCAAC

GGCCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTGGCCGGCGCCGGCGACG

TGCAGTCCGTGTCCATCAAGGGCTCCAGCACTGGGTGGCAGGCCATGTCCCGCAA

CTGGGGCCAGAACTGGCAGAGCAACTCGCTCCTCGACGGCCAGGCCCTCTCCTTC

AAGGTCACCGCCAGCGACGGCCGCTGCGTCACCAGCAACAACGCCGCGCCCGCC

GGCTGGTCGTTCGGCCAGACCTTCGAAGGCAGCCAGTTCTAG 

Nucleotide 

>SvEXPA-17 

GCACCCCGCATGTGCGCCTGATTCGTATGTGCTAACCGCCGTCGTGTACCTCGCCT

CTCGTGGTCGGCGGAGGTAGCGAGCGCTAGCGCCGGAGCCCCCCACCTCCCACTA

TCTCTTTTGTCTCGTTTTCCCCTGCCCCTCCACGAAAGTTATTAACGATTCCAACC

GCCGGGGGCACTGACCGTTGGCCTATAAGTAGCCGGCCTCGGCGCGCCCACTCCC

TTCACAGCCAAGCAACTCTCGATCCTAATCAGCTCCCTCGCTTTAGCTCGCTCGCT

CGCTAGCTCGAGAGGCAGCGTCTGTGCTGCGATGGCAACCGCCAATGTCCTCCTC



CTGCTCTGCTCCGCCGTCTGCTTCCTCGCCCGCCGGGCCGCCGGCGACTACGGCG

GGTGGCAGAGCGCCCACGCCACGTTCTACGGCGGCGGCGACGCGTCCGGCACAA

TGGGTGAGTGCTCGATTGCGAGCGCCGATCCGTTAGAACAGGATACCCATCGATC

TTAGGTCTGAGATGACACCGTTTGGAATGCGCGGCTTTGTTGCAGGCGGGGCGTG

CGGGTACGGGAACCTGTACAGCACCGGGTACGGCACGAACACGGCGGCGCTGAG

CACGGCGCTGTTCAACGACGGCGCCTCCTGCGGGCAGTGCTTCGAGCTGCGCTGC

GACAACGCCGGGGCGTCGTGCCTGCCGGGCACCATCACCGTGACGGCCACCAAC

TTCTGCCCGCCAAACTACGGCCTCCCCAGCGACGACGGCGGCTGGTGCAACCCGC

CGCGCCCGCACTTCGACATGGCCCAGCCAGCCTTCCTCCAGATCGCCCAGTACCG

CGCCGGCATCGTGCCCGTCGCCTACAGGAGGTGAGATTTCCTGCGATCCATGCAT

CTTCGAGTTAATAGCTTGTCCGCGTACTGTGGGCGGGTCCAGACTTAGCCCCCGT

GCGGGTGTCGGTTCTTCGGATCAAGGCTGGCTGCTGGACCCCCGGCTATCGACGC

GTCAGGCATGCCATGTTACGTGGGCCAGCCGGCAGGTTTTCTTCTTTTGTTGGTTG

GGCGTCCGTTCCGTGTGTGCCATGCATGCACGATCGCGACTTGACCTGCTGTTTCC

CAATAGCAATAGATTAGGCGTCGCACTGATGACCACGATGAGCTTGCATGTTAGT

ATGTTACACTCAGATTCCGATTTCTGCAAGTTGCAAGCATCACGATCGACCGGCG

ACAGTAATGCTTGGCCTGTCATCTACTACTCTGAACTTTTCACTTTTCAGTACAGT

TTAACTGATCGCATTTGCGCTTGTATCGTTGGCAGGGTGCCGTGCGTGAAGAAGG

GCGGGATCCGGTTCACCATCAACGGCCACTCCTACTTCAACCTGGTGCTGGTGAC

CAACGTGGCCGGCGCCGGCGACGTGCAGTCCGTGTCCATCAAGGGCTCCAGCACT

GGGTGGCAGGCCATGTCCCGCAACTGGGGCCAGAACTGGCAGAGCAACTCGCTC

CTCGACGGCCAGGCCCTCTCCTTCAAGGTCACCGCCAGCGACGGCCGCTGCGTCA

CCAGCAACAACGCCGCGCCCGCCGGCTGGTCGTTCGGCCAGACCTTCGAAGGCA

GCCAGTTCTAGCCGCCCCCCGCGGCCGCTCGATGCAGGGCGTAGAGTATTTGTTT

ATTCCCGTACGCGACGACGAGGATCGATTTGCATTCGTAGTGTGAGCGACAGGAG

AAGGAAGGAAACCGGCCTCTTCGTTGTAGTAAAAGAAGAGCCCGCCGGCCATTC

TGAGGCTGCTTATTAGCACCCGCTTAGGCCTTTCCTTCTCTGATGATGATGATAGG

ATTAAGTTATTTTTCTGCACCAGTGATCGTTGTAGCCTTGGGTTAAGGAGAAAAA

AAGACCTTGCAGGGCTGATTATTGTAGGGCTAGCTGCAGGGGAGTGTGTGTGGTG

TCGTGTAACTTTTGTTGTTACATTGTAACCCCAGAAGCGATCCCAGAGCCACATG

GGGTGGGAGATGTTTGTGGGGGGATTGCGCCTTTGGGACCGTGAACAATGCTTGT

TTATGGTCTATACTTATGCGGTATATATGGTGTGCTTGTGCTTTAATCTTCAGTTGT

GTCCTTTTTGTCGTCGATCTGTCGCCGCCTTATCGGCTTGCGATGGCGACGTGTGT

GGTGTGGTGCGGTATGGTGACGGGTGAGTTGTCATTTCGAAGCTTTACGAGCAGA

AAGATTCTGTACAAGTATATGGCGAATTGCTACCACGGGAGCCCTATTTCGATCC

AATTTTTCTTTTTGGAGCCATAACTACTAGTAGAGGTACAAATTGTGATATAA 




