
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.0086s0047 

Gene Model: Kalax.0086s0047.1.p 

Description: KlEXPA-25 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-25 

SLLFSCHFCNRPVYADYGDWQPAHATFYGGGDASGTMGGACGYGNLYSQGYGTNT

AALSTALFNDGLSCGSCYEMQCRDDPQWCLPGTITVTATNFCPPNPAQPNDDGGWC

NPPLQHFDMAEPAFLKIAQYKAGIVPVSYRRVPCAKSGGLHFTINGHSYFNLVLITNV

AGAGDVRSVSVKGSNTEWQTMSRNWGQNWQSNSYLNGQSLSFQVTASDGRTVTN

YDVAPSDWQFGQTFEGGQF* 

CDS (coding sequence) 

>KlEXPA-25 

TCTCTTCTCTTCTCGTGCCATTTCTGCAACCGCCCGGTCTACGCCGACTACGGCGA

TTGGCAGCCCGCGCACGCCACCTTCTACGGCGGCGGTGACGCTTCCGGCACAATG

GGGGGGGCTTGTGGGTACGGTAACCTGTACAGCCAGGGCTACGGCACCAACACG

GCGGCGCTCAGCACTGCGCTGTTCAACGACGGCCTGAGCTGCGGATCATGCTACG

AGATGCAGTGTAGGGATGACCCGCAGTGGTGTCTTCCAGGCACTATCACCGTCAC

CGCCACAAACTTCTGCCCTCCCAACCCGGCCCAACCCAACGACGACGGCGGCTGG

TGCAACCCTCCCCTCCAGCATTTCGACATGGCCGAGCCCGCATTTCTCAAGATCG

CCCAATACAAGGCCGGAATCGTTCCCGTCTCTTATAGAAGAGTTCCGTGTGCGAA

GAGCGGAGGCCTGCATTTCACGATCAACGGACACTCTTACTTCAACCTGGTCCTG

ATCACCAACGTGGCCGGGGCCGGAGATGTGCGCTCAGTTTCCGTCAAGGGGTCCA

ACACAGAATGGCAAACCATGTCAAGAAACTGGGGGCAAAATTGGCAAAGCAACT

CTTATCTCAATGGACAGAGTCTGTCGTTTCAAGTCACCGCCAGTGACGGAAGAAC

CGTGACAAACTATGACGTGGCGCCATCTGATTGGCAGTTCGGACAAACTTTCGAA

GGTGGCCAGTTTTAA 

Nucleotide 

>KlEXPA-25 

TCTCTTCTCTTCTCGTGCCATTTCTGCAACCGCCCGGTCTACGCCGACTACGGCGA

TTGGCAGCCCGCGCACGCCACCTTCTACGGCGGCGGTGACGCTTCCGGCACAATG

GGTACGTAATAAGCTAGTCTTATACACTACGTACGTACACTGATAATTAATAAGC

TCATTTTGCATGCATGTTCTAATGGTTAATTCTTCTTCAAGGGGGGGCTTGTGGGT

ACGGTAACCTGTACAGCCAGGGCTACGGCACCAACACGGCGGCGCTCAGCACTG

CGCTGTTCAACGACGGCCTGAGCTGCGGATCATGCTACGAGATGCAGTGTAGGGA



TGACCCGCAGTGGTGTCTTCCAGGCACTATCACCGTCACCGCCACAAACTTCTGC

CCTCCCAACCCGGCCCAACCCAACGACGACGGCGGCTGGTGCAACCCTCCCCTCC

AGCATTTCGACATGGCCGAGCCCGCATTTCTCAAGATCGCCCAATACAAGGCCGG

AATCGTTCCCGTCTCTTATAGAAGGTGACACCAATTCTCACATTTTCATTTCTTGT

CACACATTTTTAATTACTAGACGGATCCTAAGAATCTAGCTATGCGATTTTGTGAA

TTTAGAGTTCCGTGTGCGAAGAGCGGAGGCCTGCATTTCACGATCAACGGACACT

CTTACTTCAACCTGGTCCTGATCACCAACGTGGCCGGGGCCGGAGATGTGCGCTC

AGTTTCCGTCAAGGGGTCCAACACAGAATGGCAAACCATGTCAAGAAACTGGGG

GCAAAATTGGCAAAGCAACTCTTATCTCAATGGACAGAGTCTGTCGTTTCAAGTC

ACCGCCAGTGACGGAAGAACCGTGACAAACTATGACGTGGCGCCATCTGATTGG

CAGTTCGGACAAACTTTCGAAGGTGGCCAGTTTTAAATTTAACACTAAAGGCCCC

TCAATGTTTAGTCCATGTCTAGTTTATGGTCTCTAATAGTTTACAATTACATATAG

TCCTGTTTTGTTGTGTGTTTTCCAAATAAAGTGTTTAGATATAGATCAGGTAATTT

CTTGAGTTACCGCATTAAAAAAAAATGTTGTTGAGTTTTCAATTTTGTGTAAAGGT

TGAAGAAAAAGAAAAAAAAACATGATATTTAAAATTTATGTATTTCCTTCCTCTA

TATATAGTTATTAAACTCATATTAGAAGTTGAACCGGTCATAACCCTACCAATTTT

TTGGTTGAACTAGTGGCATGTATTGGTTCAATTGTTGGTTTAATCAGATCAATTTA

TTTAGGTTTTGGTATTAATTATGAAGTGAATTATTTCAAACAAGTTAGGGAGTGTA

GTTT 




