IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s029g16809

Gene Model: LOC_0s02916809.1
Description: OstEXPA-09
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
http://rice.uga.edu/
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Legend:
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DOMAIN ARCHITECTURE

Superfanilies

PLNOD193
+ Name Accession Description Interval E-value
[+] PLND0193 super family ci33423 expansin-A; Provisional 35-266 388e-137
SEQUENCES
Peptide

>OstEXPA-09

MAPARAFVLVLLAVASASTAAANTATTTPTNPVAAPTQWQKAHATFYGGADASGT
MGGACGYGNLYSQGYGTRNAALSTALFNDGASCGQCYKIACDRKRAPQWCKPGVT
VTITATNFCPPNWNLPSDNGGWCNPPRPHFDMAQPAWEKIGVYSAGIIPVIYQRVPCV
KKGGLRFTINGHDYFQLVLVTNVAAAGSIKSMEVMGSNTADWMPMARNWGAQWH
SLAYLTGQGLSFRVTNTDDQTLVFTNVVPPGWKFGQTFASKLQFK*

CDS (coding sequence)
>0OstEXPA-09

ATGGCCCCAGCTCGAGCGTTCGTGTTGGTGCTGCTCGCAGTCGCCAGTGCATCGA
CGGCCGCGGCCAACACAGCGACGACGACGCCCACAAACCCGGTGGCTGLGLCGA
CCCAGTGGCAGAAGGCGCACGCGACGTTCTACGGCGGCGCGGACGCGTCGGGCA
CCATGGGCGGGGCGTGCGGATACGGCAACCTGTACTCGCAGGGGTACGGCACGC
GGAACGCGGCGCTGAGCACGGCGCTGTTCAACGACGGCGCGTCGTGCGGGCAGT
GCTACAAGATCGCCTGCGACCGCAAGAGGGCGCCGCAGTGGTGCAAGCLCLCGGLG
TCACCGTTACCATCACCGCCACCAATTTCTGCCCGCCCAACTGGAACCTTCCCAGT
GATAATGGTGGCTGGTGCAACCCACCACGGCCGCACTTTGACATGGCACAGCCGG
CCTGGGAGAAGATCGGCGTCTACAGCGCAGGCATCATACCGGTCATCTATCAAAG
GGTTCCTTGCGTGAAGAAGGGTGGCCTGCGGTTCACCATTAACGGTCACGACTAC
TTCCAGCTAGTACTGGTGACCAACGTCGCGGCGGCAGGGTCAATCAAGTCCATGG
AGGTTATGGGTTCCAACACAGCGGATTGGATGCCGATGGCACGTAACTGGGGCG
CCCAATGGCACTCACTGGCCTACCTCACCGGTCAAGGTCTATCCTTTAGGGTCAC
CAACACAGATGACCAAACGCTCGTCTTCACCAACGTCGTGCCACCAGGATGGAA
GTTTGGCCAGACATTTGCAAGCAAGCTGCAGTTCAAGTGA

Nucleotide
>0OstEXPA-09

ATGGCCCCAGCTCGAGCGTTCGTGTTGGTGCTGCTCGCAGTCGCCAGTGCATCGA
CGGCCGCGGCCAACACAGCGACGACGACGCCCACAAACCCGGTGGCTGLGLCGA
CCCAGTGGCAGAAGGCGCACGCGACGTTCTACGGCGGCGCGGACGCGTCGGGCA
CCATGGGCGGGGCGTGCGGATACGGCAACCTGTACTCGCAGGGGTACGGCACGC



GGAACGCGGCGCTGAGCACGGCGCTGTTCAACGACGGCGCGTCGTGCGGGCAGT
GCTACAAGATCGCCTGCGACCGCAAGAGGGCGCCGCAGTGGTGCAAGCCCGGLG
TCACCGTTACCATCACCGCCACCAATTTCTGCCCGCCCAACTGGAACCTTCCCAGT
GATAATGGTGGCTGGTGCAACCCACCACGGCCGCACTTTGACATGGCACAGCCGG
CCTGGGAGAAGATCGGCGTCTACAGCGCAGGCATCATACCGGTCATCTATCAAAG
GTACCAATACAAATACTCCAATTATTTTGGACATTATGGAGAGAACAGTGCATAT
CCTGACCGCTGCTTCCATATGAAAATATCCTACTCTTGCGATGATTTCTACAGGGT
TCCTTGCGTGAAGAAGGGTGGCCTGCGGTTCACCATTAACGGTCACGACTACTTC
CAGCTAGTACTGGTGACCAACGTCGCGGCGGCAGGGTCAATCAAGTCCATGGAG
GTTATGGGTTCCAACACAGCGGATTGGATGCCGATGGCACGTAACTGGGGCGCCC
AATGGCACTCACTGGCCTACCTCACCGGTCAAGGTCTATCCTTTAGGGTCACCAA
CACAGATGACCAAACGCTCGTCTTCACCAACGTCGTGCCACCAGGATGGAAGTTT
GGCCAGACATTTGCAAGCAAGCTGCAGTTCAAGTGAGAGGAGAAGCCTGAATTG
ATACCGGAGCGTTTCTTTTGGGAGTAACATCTCTGGTTGCCTAGC





