IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.1G334900

Gene Model: Pahal.1G334900.2.p
Description: PhEXPB-05
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Legend:
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DOMAIN ARCHITECTURE

specific hits Pollen_allerg_1

" |
Superfanilies DPBB_R1pA_EXP_N-like superfamily \ Pollen_allerg_1 superfamily

List of domain hits .
+ Name Accession Description Interval E-value
[+ DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 10-115 1.01e-63
[ Pollen_allerg_1 piam01357 Pollen allergen; This family contains allergens lol P1, Pll and Plll from Lolium perenne. 123-201 2.15e-30

MERGEFVYAGGACGYQTAVGQRPFSSMIAAGSPSLFKGGKGCGACYEVKCDSNPAC
SGQPATVVITDECPAGVCLAEAAHFDMSGTSMGAMAKPGMADRLRAAGILKVQYK
RVPCKYSGVNIAFQVDQGSNPFYFEVLVEFEDGDGDLSAVHLMEAGCSTWTPMVQN
WGALWRYNSNTGKALRAPFSIRLTSDSGKVLVANNVIPASWKAGATYRSLVNY S*

CDS (coding sequence)
>PhEXPB-05

ATGGAGCGGGGCGAATTTGTATATGCAGGCGGCGCGTGCGGCTACCAGACTGCC
GTCGGCCAGCGGCCGTTCTCGTCGATGATCGCCGCCGGGAGCCCGTCTCTGTTCA
AGGGAGGCAAGGGATGCGGCGCCTGCTACGAGGTTAAATGCGACAGCAACCCGG
CGTGCTCCGGGCAGCCGGCGACCGTGGTCATCACCGACGAGTGLCCLCLCGLCGGGGT
CTGCCTCGCTGAGGCGGCCCACTTCGACATGAGCGGCACCTCCATGGGCGCCATG
GCGAAGCCCGGCATGGCCGACAGGCTCCGCGCCGCCGGAATCCTCAAGGTCCAG
TACAAGAGGGTGCCGTGCAAGTACAGCGGCGTGAACATCGCCTTCCAGGTGGAC
CAGGGCTCCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACGGCGACG
GCGACCTCAGCGCCGTCCACCTGATGGAGGCTGGCTGCAGCACCTGGACGCCGAT
GGTGCAGAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCT
GAGGGCGCCATTCTCGATCCGGCTTACCTCCGACTCCGGCAAGGTCCTCGTCGCC
AACAACGTCATCCCCGCCAGCTGGAAGGCCGGAGCCACGTACCGCTCCTTGGTGA
ACTACTCTTAA

Nucleotide
>PhEXPB-05

GCGGGCAGCACACTCCACTCCACTCCACTGCCCCGCACTCCACCGCTCCGLCCTGT
CGTCGTGGGCGCCGGCCATGGCTTCCACCAAGACCTGGGCCCTGTCTCGCTTCGT
GTTCGCGGCCCTCGCGGCGCTCGCCTGCCTCCTCCGTCCCGGCGCGCCCGTCGAG
CTCCACCGCAAGCTCTCCGGCTGGTCCGGCGACGCCGGCGCGACGTGGTACGGCG
CGCCCAACGGCGCCGGGAGCGACGGTGCGTGGGCATGCTGTTGATACATGGACG
CACACAAATACAATATGTAGTTCGTAGTTCCTGCTGATAATGTAATGCCTGCCCCT



CATGCGTGCGTGTCGATCTGTTTCGTTGTGCAGGCGGCGCGTGCGGGTACCAGAA
CGCCGTCGACCTGCCGCCGTTCGCGTCCATGATCGCCGCCGGCAGCCCGTCCATC
TTCCAGAGCGGCAAGGGCTGCGGCTCCTGCTACCAGGTCCGTCCACGCACGGTCG
TCGTATGACGACGTGTCTTTCAGTTTCAAGTCGCTTGCCGTTTCAAAAAGGAAAA
AAAAGAATCTCGCTTGCAGTATTACTGTACTGCTCACTTAATGACGCCGCCGCCG
CCGTTGGGGGGGGGGGGGGGGGCAAAATATTTCCGCAGGTGAGGTGCACTCGGC
ACGCGGCGTGCTCCGGCAGCCCGGTGACGGTGGTCCTCACCGACGTGTGCCCCGG
CGGCGCGTGCCTGAAGGAGCCCGTGCACTTCGACCTGAGCGGCACGGCGTTCGGC
GCCATGGCGAAGCCCGGGCAGGCCGACCAGCTCCGLCGLCLCGLCLCGGLCCGLCCTCACG
ATCCAGTACACCCGGTAAGACCAGCTCCGCTAGCTGCAGGCACGTAACCCCGTGC
GCGCGCGCACACACCCTGCATGGCTGCATCACTAGCTAGTGTGTACTTGCTTGTG
TTCGTGTCGCACACAATGCCTGTAATCGCTTTCGGTGCATTCCGTTGGAACACTAG
CTTCTTGTTGTGGCTTCACGCATGCACGTACAGACATTCTCGCGTAGCCTGGACTT
CGTGACAGGCCGGCTAGATTCCAGAGCGTCCCTTCCTCGCCCGCTTGTACTCTTGC
GCCGTCCATGACCGCGCGCTGCGTTGTGCCTTTTTTTTTTTTGCATGCAGGGTGCC
GTGCAACTGGCAGGGGACGGAGATCACGTTCAAGGTGGACGCCGGCTCGAACCC
GAACTACCTGGCGGTGCTGGTCGAGTACGAGTCCGGGGACGGCGACCTGCGGTC
CGTGGAGCTCATGCAGAGCGGCGGCGCGGCGTGGGCGCAGATGCAGCAGTCCTG
GGGCGCGGTGTGGCGGTACGACTCGGGLCGCCGCCCTGCGGGCGCCCTTCTCCATC
CGCGTCACCTCCGGCTCCGGCAGGACGCTCGTCGCCAGCGACGTGATCCCCGLCG
GCTGGACGCCCGGCGCCACGTACCGCTCTGTCGTTAACTTCAACTACTGATCCGA
CGGGAACAATAATGATGGGTAGATGCGCACGCGCCCGLCCGLCLCGLCGGETGGEGT
GAGCTGCGACGGCGGCGTGGCGCGAGCTTGGTTTATGATTCAAGCTGTGCGTGCG
TGGGCGTAAAATTTAACGCCATTAATGTGTTGCCTGGTTCGTGACGTGCGTGCGA
ATCCGCGCCGTCGTGTATCGCCGGGATGGTGTGTTCGTGTTCGTGAAGTTTGGGT
ATCAATAAACGTTAGTAGAAGT




