IDENTIFICATION

Species: Anacardium occidentale
Locus: Anaoc.0014s0554

Gene Model: Anaoc.0014s0554.1.p
Description: AocEXPB-04
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aoccidentale_ v0_9
KEGG:-
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DOMAIN ARCHITECTURE

Query seq.
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List of domain hits d
Name Accession Description Interval  E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 37-160 4.48e-70
[+] PLN00193 super family 33423 expansin-A; Provisional 8-263 4.44e-31

>A0cEXPB-04

MQFHRGFSQVMKLFILLVFKCVLVSANTNHFVTDTHWKPATATWYGDPEGDGSDG
GACGYGSLVDVKPLRARVGAVSPILFKNGEGCGACYKVKCLDKSICSRRAVTIIVTDE
CPGGYCSNGRTHFDLSGAAFGRMAVTGEGFQLRNRGELPVIYRRTPCKYPGKNIAFH
VNEGSTDYWLSILVEFEDGDGDVGEMHIREANSNQWLQMNHVWGATWCIIGGPLK
GPFSVKITTLATGRALSARDVIPRNWSPKATYTSRLNFNF*

CDS (coding sequence)
>A0ocEXPB-04

ATGCAGTTCCACCGCGGTTTCAGCCAAGTCATGAAGTTGTTCATTTTGTTGGTGTT
CAAGTGTGTACTGGTGTCCGCCAACACTAACCACTTTGTCACAGACACACATTGG
AAACCCGCTACTGCCACCTGGTACGGCGACCCCGAAGGCGACGGTAGTGACGGA
GGGGCATGTGGGTATGGTTCATTAGTGGACGTAAAGCCGTTGAGGGCCAGAGTG
GGCGCAGTTAGTCCGATACTTTTCAAGAACGGAGAGGGGTGTGGGGCGTGCTAC
AAAGTGAAGTGCTTGGACAAGAGCATATGCTCAAGAAGGGCAGTAACTATAATT
GTAACGGACGAGTGCCCAGGTGGATACTGCTCCAATGGTCGCACCCACTTCGACC
TCAGTGGTGCAGCCTTTGGTCGCATGGCCGTCACTGGCGAGGGCTTCCAGCTCCG
CAACCGAGGCGAGCTCCCAGTCATCTATCGGCGGACGCCGTGTAAATATCCTGGA
AAGAACATAGCGTTCCATGTGAATGAAGGTTCGACTGATTACTGGCTGTCCATTC
TGGTGGAATTTGAGGATGGAGATGGAGATGTGGGAGAGATGCATATAAGAGAAG
CAAATTCCAACCAGTGGCTGCAGATGAATCATGTATGGGGAGCAACTTGGTGTAT
TATTGGAGGACCCTTAAAGGGACCATTCTCAGTGAAGATTACTACTCTTGCAACA
GGACGAGCTCTCTCGGCAAGGGATGTTATTCCAAGGAACTGGTCTCCCAAAGCCA
CATACACATCTCGCCTCAATTTTAACTTCTAA

Nucleotide
>A0cEXPB-04

CAGGAGGCCTTTCCGTCTTCTCTCTCTTCCGTTCTTCCCTTCTATTTATAGAACCTG
GCATACAGCCATGGCAGCATAGCTTGTGTCTTCTTCACTAGTCAAGTAAAAGAAA
ACTGTCGGCAAGCCTGTAAATCACGTTTTAGTATTACTGCTTTCTCCGCTTTTTCT



GGGAAACTGACGGAGTTGGTGGTGGTGGTGGTGCTGGTGGTGGTGCTGGTGGCG
GCGCTTCTTTACTTGACCAAACTTAATCAACACAATGCAGTTCCACCGCGGTTTCA
GCCAAGTCATGAAGTTGTTCATTTTGTTGGTGTTCAAGTGTGTACTGGTGTCCGCC
AACACTAACCACTTTGTCACAGACACACATTGGAAACCCGCTACTGCCACCTGGT
ACGGCGACCCCGAAGGCGACGGTAGTGACGGTGCGTTCCACATTATACTTTAATA
ATACTGTCTTTTGTTAGAGTTCTTAGTCAAGATCTGTGTGAGTTTTTTCTCTTGAAC
TTTTCTTACTGCTGTCAATTCTGTGAGTTGATTCAGAAGTGAGCTGCGTCTACTCG
GCTGGTTAATTAGAATTTTGAAGCAACAAAAGTAATATTGATCTTTGGTGCAGGA
GGGGCATGTGGGTATGGTTCATTAGTGGACGTAAAGCCGTTGAGGGCCAGAGTG
GGCGCAGTTAGTCCGATACTTTTCAAGAACGGAGAGGGGTGTGGGGCGTGCTAC
AAAGTGAAGTGCTTGGACAAGAGCATATGCTCAAGAAGGGCAGTAACTATAATT
GTAACGGACGAGTGCCCAGGTGGATACTGCTCCAATGGTCGCACCCACTTCGACC
TCAGTGGTGCAGCCTTTGGTCGCATGGCCGTCACTGGCGAGGGCTTCCAGCTCCG
CAACCGAGGCGAGCTCCCAGTCATCTATCGGCGGTACACTCTGCTTTGACTGCTG
CTTTTGCTCTTCAGTTAAAAATATGTTTATATTTACAGTAAAGTAATTATTGTAAA
TGTCATTTGTTGTTATTCATTAACTCAGGACGCCGTGTAAATATCCTGGAAAGAAC
ATAGCGTTCCATGTGAATGAAGGTTCGACTGATTACTGGCTGTCCATTCTGGTGG
AATTTGAGGATGGAGATGGAGATGTGGGAGAGATGCATATAAGAGAAGTAAGTT
TTATCTTTCTCTCGATCTGCTCTTTTTTTTATTTTTAAGCTCCAAGTCAAAAGAGGC
ATGAGGAAGAATCAGCCTTTGAAGTTGTGCGTGTTCAAAAGTAGCGCTGCACTTT
CTCTTTTCCCCAAATGGTCCTTTCATAAAATAAGATTATTAGAACAGTAACAACA
CCATCAATGGCAATTGCAGTAACGCCCAGCATATCTTCACTTTATTAACAAAACA
TTGCCCCTGTTTAGCTTTTAAGAAAGCATTATCTTTTATGTACTTAATGGCGCCAA
TGTGCAATGGTCTGAAAACCACTTTTTCCTCCCTCATACCAGCCATTTTATTGACC
CATCTGCATGTGCTGTTTGATCTAAAAGTTGAACGGCATATATATTTAATTAGAA
ACTGATATTTTAGTTTGGCAGGCAAATTCCAACCAGTGGCTGCAGATGAATCATG
TATGGGGAGCAACTTGGTGTATTATTGGAGGACCCTTAAAGGGACCATTCTCAGT
GAAGATTACTACTCTTGCAACAGGACGAGCTCTCTCGGCAAGGGATGTTATTCCA
AGGAACTGGTCTCCCAAAGCCACATACACATCTCGCCTCAATTTTAACTTCTAAG
ACTATTTGCAATAAGCTCTTCTAGATATATATACATATATATATCACCCCAGCTCT
GGATCCCTCATGGCACAGAAGTAGCCTTTCCTTTCTCTGTTGAATTTTTCTTTTTTC
CTTTTTTAAGAAAGAAAAGCAGCCATTGGACAGCATCAGATCATCCAACGGTCTT
GCTTTTTTTCTTTGGTCTAACTTCATTTGGTGCCATTATTAGTGTGCAAGTGTGTAG
TAGATATTGTTGCCCTCTCCAAAGGGAGAGAGAGCGTATGTGTTATGTAAGGTAA
TGTAATATTGTGGACCCTCTTTTGTTTCTAATAAATTCCAAGTTCTCGCATTGAAT
TTTGTATCTGCAGACAGGCTCTGCTTGTGGAGCCTCATCCCTGTT






