IDENTIFICATION

Species: Salix purpurea

Locus: Sapur.013G126100

Gene Model: Sapur.013G126100.1.p
Description: SprEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Spurpurea v5 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Spurpurea_v5_1
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binding site 4 AL
Specific hits Pollen_allerg_1

- |
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits e
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 2275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 36-160 6.63e-70
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Piil from Lolium perenne. 168-244 1.22e-26

>SprEXPB-01

MQFLRLYVVVFLNLQCFLDVFGQQYHTHRNVADLQWKPATATWYGSPEGDGSDGG
ACGYGSLVNMKPLKARVGAVSPVLFKNGEGCGACYKVRCLDKSICSERAVTIIVTDE
SPAGGCCSNGNTHFDLSGAAFGHMAISGENGQLRNRGEIPITYRRTPCKYPGKNIAFHI
NEGSTDHWLSILVEFEDGDGDVGSMHIREAGGTEWLEMNHLWGANWFVNRGPLKG
PFSVKLTALSSGRTLSARDVIPRNWAPKATYTSRLNFIN*

CDS (coding sequence)
>SprEXPB-01

ATGCAGTTCTTGAGGTTATATGTCGTGGTGTTCTTAAACTTACAGTGTTTTTTAGA
TGTTTTTGGACAGCAATATCATACTCACCGTAATGTCGCTGACTTACAGTGGAAA
CCAGCCACCGCCACCTGGTACGGCAGTCCTGAAGGTGATGGTAGTGACGGAGGG
GCATGTGGGTACGGATCATTAGTGAACATGAAGCCATTGAAGGCCAGAGTTGGT
GCAGTGAGCCCAGTTCTCTTCAAGAACGGAGAAGGATGCGGGGCATGTTACAAA
GTTAGGTGTCTAGACAAGAGCATATGCTCAGAAAGGGCAGTGACCATAATCGTC
ACAGATGAGAGTCCGGCCGGAGGGTGCTGTTCAAATGGTAACACCCACTTTGACC
TCAGTGGCGCAGCCTTTGGTCACATGGCTATTTCTGGTGAGAATGGTCAGCTCAG
GAACCGAGGTGAAATCCCAATCATATATCGCAGGACCCCATGCAAGTACCCTGG
GAAGAACATCGCCTTCCATATCAATGAAGGTTCAACAGATCATTGGCTATCCATT
CTGGTGGAATTTGAAGATGGCGATGGTGATGTTGGATCCATGCATATCAGAGAAG
CGGGTGGCACAGAGTGGCTAGAAATGAATCACTTGTGGGGTGCAAATTGGTTTGT
TAACAGGGGACCCTTGAAAGGACCATTTTCTGTGAAGTTAACAGCACTATCATCA
GGAAGAACACTGTCTGCTAGAGATGTGATTCCAAGAAATTGGGCCCCAAAAGCT
ACTTACACCTCTAGGCTCAATTTCATCAATTAG

Nucleotide
>SprEXPB-01

ACCTGACACACACAACTCTTTTGAGCAGCAACGCCACCACTTTACAACATAGTAA
GCAAGTTTAGTGTTTTTGTTCCCAAAACATTGTAGGCAAAGGTTGTAAGAGATTG

CTCTTTGACTGTTTTTCTTGCGTTCTGCGCGCCCGGAATGCAACAATATTGTCAAG
TAGAGGTGTGGTGGTGGTAGCGAGGGTTGCGGTGGTGATTGGTGGCGCCTTGTAT



TTCTTAAGAAGACCCTTTTGGCCCACGATGCAGTTCTTGAGGTTATATGTCGTGGT
GTTCTTAAACTTACAGTGTTTTTTAGATGTTTTTGGACAGCAATATCATACTCACC
GTAATGTCGCTGACTTACAGTGGAAACCAGCCACCGCCACCTGGTACGGCAGTCC
TGAAGGTGATGGTAGTGACGGTAAGAGCTTACTATACCAGGCCACTATGATTTTT
ACCATTTGTAATTTTCTTTCGTACTATATTTTTGGTGTTGTCAAATTCTTAGATCTC
TTTTCCTCGGTTGATTTTTTTTATCAAACTCAAAGTTGATTTAGAATTTTCCATGTT
AAACGAGCTAGCCCAAGTAAAGCAAGTAAATGGTGGAAGTCCTGTTGATCGTCC
ACTCTTTCTTTTGTAACGAAGAACACTAATTAGTTTTTGTGTGTTTTTTCTTCACAA
TTAATCCAATAAATTGGCTTTTTGAAAGAAATGTTCTTCTAAGCTCAATTTCTACT
ATTTTTCCTTCCGTTCACAGAAAACCAAGTTGATTTTTCAAGTTGGCTTGGTTCAC
ATTACCCAATTAATTTGGCATATTCTTAGCTTAGCAAACTTGGCATGATCATGTTT
CTAAAACTCTTGTATTCCCAATTAAAACCAAAAATTTGCATCGTTAAGGTACGTG
ACAAACAGGTTAAATCAATGTGCAGGAGGGGCATGTGGGTACGGATCATTAGTG
AACATGAAGCCATTGAAGGCCAGAGTTGGTGCAGTGAGCCCAGTTCTCTTCAAGA
ACGGAGAAGGATGCGGGGCATGTTACAAAGTTAGGTGTCTAGACAAGAGCATAT
GCTCAGAAAGGGCAGTGACCATAATCGTCACAGATGAGAGTCCGGCCGGAGGGT
GCTGTTCAAATGGTAACACCCACTTTGACCTCAGTGGCGCAGCCTTTGGTCACAT
GGCTATTTCTGGTGAGAATGGTCAGCTCAGGAACCGAGGTGAAATCCCAATCATA
TATCGCAGGTGGGTATTGTTCCCTCTTTCTAGTTTAAGTTCATCAACTGTCTGTGTT
TTGTCTTGTGTATTTTAATTTCCACTGCCCTTAATAATCTCGAAATGACCTAAAAC
ACCATGTTTGTAGGACCCCATGCAAGTACCCTGGGAAGAACATCGCCTTCCATAT
CAATGAAGGTTCAACAGATCATTGGCTATCCATTCTGGTGGAATTTGAAGATGGC
GATGGTGATGTTGGATCCATGCATATCAGAGAAGTAACCTTCGATCTCCTTCCTTA
TTTTCTATTTCTGTGCATTGATTTTTGGACTTCTAACAGAAAGCAGAATAAAAAAG
CACCATGCATGCTCTTAGGCTTCGGAAATTTTGCTGTCTTCCAACTTGTAATTTGC
AATGCAAAGATGACATTTACTCAATATAAATTATATCCTGAAATCACCCAACAAC
TTAATTTTTATTTTTTTAGGTGAGATTATTTCTTAACATGGTATTAGCTAGAATCTT
GTTGACCAATGATCATGGGTTCGAATCTTACTACCTTTATTCTATTTGATAAAAAT
CAAACACAAGTTAATATGAACTTTTGCAAATTTCAAACCCAAAAGATTTTTATTT
AAAAAAAATATATTAAAAAATACTATAAATTATATTCTGAAACCTCATCTAACAC
TTGACTCCCAAAGTTACATCTTCTAAAGTCTGAGCTGATCTCGCATTTAACTAAAA
AGAACTGCCTAAACATACTCCTTTAGATAATCAAAGTGATGCCTATTTCATGATTT
TAGACCTTTAATCTTCTGAGGGGAAGACGTGATTAACCTAATATTAAAGGCAAAC
CCAATAATCAAATGGCATTGTCAAGCATCAACGCATCTTTATTAAGTAAACTTTG
CATTAATTTAATTTCTTAAGTAGTTGATGGAAGAAAGAAACATACACACATTTGC
TTTATTTTTCTAGTCATGCTTGTCAATGGTGCCATTGTGCTCAATGACCCAAAAGC
ACACTTTTTTTCCTGCTTTGTTGTTATCCTTTCTATTCAAATATTTTCTTGACCTGAT
TGCATGTGACAAATGGGACACTCTTAAAATGATCTACCTAGAAAGATTCATCGAA
ATTCAAGTATCAGAAATGAATTTATCCTTTCTATTCTACGATTTTCTCACTGTTTTT
ACGTTTGGATCGGCAGGCGGGTGGCACAGAGTGGCTAGAAATGAATCACTTGTG
GGGTGCAAATTGGTTTGTTAACAGGGGACCCTTGAAAGGACCATTTTCTGTGAAG
TTAACAGCACTATCATCAGGAAGAACACTGTCTGCTAGAGATGTGATTCCAAGAA
ATTGGGCCCCAAAAGCTACTTACACCTCTAGGCTCAATTTCATCAATTAGAATGC
AAACCTCCAAGCTTCAAGCTTTTCTTGGTGGGATCCACGTTACAGAAAAAACCAG
TTTTTCTGCAGTTCCTCTTGTTCAGTTGACGCAAAGAGAAGCCGTTGACTGGCTTT
TCTTTAAGAAAGTAGCCGTTGGATTGCACAATTAATGGCTTCCACCAGTGCTCTTT




CTTTTTTGTGTATTTTAATGTTTTTTCCCCCACCTTTTGTAGTGTGAAAGTGTTTTT
AATTTAGATCATCAACGTAGCCCTCCCCAAAGGAGAGAGC



