IDENTIFICATION

Species: Marchantia polymorpha
Locus: Mapoly0061s0082

Gene Model: Mapoly0061s0082.1.p
Description: MpoEXPA-15
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Mpolymorpha v3 1
KEGG:-

EXTERNAL RESOURCES

https://marchantia.info/



https://phytozome-next.jgi.doe.gov/info/Mpolymorpha_v3_1
https://marchantia.info/

GENE STRUCTURE

MpoEXPA-15 —
>

| 1 1 1 1 1
Obp S00bp 100060 150060 2AM00p 25006

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

190 125 150
L

Query seq.

Superfanilies PLNO0OOSO

List of domain hits ol

+ Name Accession Description Interval  E-value
[+] PLNO0O50 super family cl31535 expansin A; Provisional 10-252 6.20e-74

SEQUENCES
Peptide
>MpoEXPA-15

MRNMAAVRRMEIIGVTIMLMILKRVELAAGEAYAVSRTTFGDATATFYGGNDAAGT
AGGSCGYENPFTRGYGVTTVALSNSLLSNNLNCGACFEVKCKYTASAYTKKWCYNN
KSVVVTATNLSPPGLNGEHHFDLTYPMFTKISNMIAGRIPIQYRRVPCKKQGGIKFTL
NGNPYFNLVLVYNVGGAGNVYAMSMKGSKSDWYPMARNWGQNWQAMVRLTGQ
SLSFRVTLGNGKTQTFSNVAAADWKFGQTYQASSNFY™*

CDS (coding sequence)
>MpoEXPA-15

ATGAGAAACATGGCAGCTGTCCGAAGAATGGAGATTATCGGGGTGACTATTATGT
TGATGATTCTGAAGAGGGTTGAGCTGGCAGCTGGAGAGGCATACGCTGTCAGTCG
TACAACGTTTGGAGATGCAACCGCAACCTTCTATGGAGGAAATGATGCCGCTGGC
ACGGCAGGTGGGTCTTGTGGGTACGAAAACCCCTTCACCAGAGGATATGGTGTCA
CCACAGTAGCCCTTAGCAATAGTTTACTCTCTAATAATCTGAACTGCGGAGCGTG
CTTCGAGGTCAAATGCAAATACACCGCTTCGGCTTACACCAAGAAGTGGTGCTAT
AACAACAAGTCGGTCGTCGTCACCGCCACTAACTTGAGCCCTCCTGGTCTTAACG
GAGAGCATCATTTCGACTTGACTTACCCCATGTTTACCAAGATCTCCAACATGATT
GCTGGTCGTATCCCGATCCAGTACCGAAGGGTGCCTTGCAAGAAGCAAGGAGGC
ATAAAGTTCACGCTGAACGGGAACCCCTACTTCAATCTGGTGCTGGTCTACAACG
TGGGGGGTGCTGGAAATGTTTACGCCATGTCAATGAAGGGCTCCAAGAGCGACT
GGTACCCCATGGCGAGGAACTGGGGCCAGAACTGGCAGGCGATGGTGAGGCTGA
CGGGACAGAGCCTGTCCTTCCGCGTCACCCTGGGCAACGGCAAGACGCAGACTTT
CTCCAACGTCGCGGCAGCCGACTGGAAATTTGGTCAGACGTACCAAGCTTCCAGC
AACTTCTATTGA

Nucleotide
>MpoEXPA-15

TCACCACTCCACTTTGCGGGTTTTCTTGGGTTGTCTCTTTCAGGAGAAGTAGCTCG
GTCACAAGGTTTTTGTTCTCATTCCGGTCGAACTGACATGAGGTACACCTCTATTG
TTCTTGGGTTCTGTCCGATCTCATGCCCCACTTTCTCGATCGATGTGCATGCCACA
CAAGTTTGGTCCATGCCCATTGAGTAGATCGAGGATTTACTGTTTAAAAGGTCTA
TGGATTTTAAGAGAAACTTGTGTGGTTGGCGAGAATGTTGATCTCAACATTGGGT
CGTCTAGATCTGAGAGTCAAGGTCATCGTGTTAGTTTAAATGCTGCAAGCCAAAA
ACTGGAACTGACGTATATCTGACATGTGTTATGTTGACTACTTGATCATGGGAAC



AGAAACATGGCAGCTGTCCGAAGAATGGAGATTATCGGGGTGACTATTATGTTGA
TGATTCTGAAGAGGGTTGAGCTGGCAGCTGGAGAGGCATACGCTGTCAGTCGTAC
AACGTTTGGAGATGCAACCGCAACCTTCTATGGAGGAAATGATGCCGCTGGCACG
GCAGGTAAGCATCCAATAATCTCATAGACAAATGTATGTCGATAGGTTCGTCTTA
CTTGTGAGTCTCTGCGCGCGTCCTCATTTGCAATAGCGTAATGTCTTCTGAGATGT
CCTCTTGCAAATGTGAAGATCCAAAGTTCCATGCATGATGTGAAAGATATGAAAA
AATGGACAGTTGATACGAATCAGATCTGGAAAGTTGCAATTAATCTAAAGAAGA
TCTGACGCGTCCTCATTAGCGACAGTGCAGTGTCTTCTGAGATTTAGTCTTGCAAA
TCAGAAGATCTAAAATTCCATGCATGATGTGAAAGATATGGAACAACGAGACAC
TGATACGAATCGGATGCGAGATCTTGCAATGAGACACAGAAGATCTGACAAATT
GCGCCTCCTCTCGGTTGAATGCAACAGGTGGGTCTTGTGGGTACGAAAACCCCTT
CACCAGAGGATATGGTGTCACCACAGTAGCCCTTAGCAATAGTTTACTCTCTAAT
AATCTGAACTGCGGAGCGTGCTTCGAGGTCAAATGCAAATACACCGCTTCGGCTT
ACACCAAGAAGTGGTGCTATAACAACAAGTCGGTCGTCGTCACCGCCACTAACTT
GAGCCCTCCTGGTCTTAACGGAGAGCATCATTTCGACTTGACTTACCCCATGTTTA
CCAAGATCTCCAACATGATTGCTGGTCGTATCCCGATCCAGTACCGAAGGTATGC
ATAACCACGGAAGCTCCCACCATTTCTAACATAGATCAATCAACCAGCCAGCTCG
TGAGCTCCTTTCATGCCTGTCGTATAGAACAACTAAATCTTGCATAAGAACGGGG
AAAAACGTTTTTATGCAAGATTTACTTTCAGAGTATCATTTACGTATAAATGAGG
AGACAGTTGGTTTCGAGATTCGTAAACGATTCGATGATTGATTGTTGCAGGGTGC
CTTGCAAGAAGCAAGGAGGCATAAAGTTCACGCTGAACGGGAACCCCTACTTCA
ATCTGGTGCTGGTCTACAACGTGGGGGGTGCTGGAAATGTTTACGCCATGTCAAT
GAAGGGCTCCAAGAGCGACTGGTACCCCATGGCGAGGAACTGGGGCCAGAACTG
GCAGGCGATGGTGAGGCTGACGGGACAGAGCCTGTCCTTCCGCGTCACCCTGGGC
AACGGCAAGACGCAGACTTTCTCCAACGTCGCGGCAGCCGACTGGAAATTTGGTC
AGACGTACCAAGCTTCCAGCAACTTCTATTGAGTTGCAAACGGTGCCCACGAGCA
GAAGCAGAAGTGGCGTGTCGAATTCCAACCATCTCGATCGCCCGCTGCAACAAGC
TCGAGTGTCTGCGATATGCAAAGGTGGCGTGTATCCTTATAGATCAGTGTCTGCG
CCCGTTGCATGCGACCTCGAAGCATGCATTTGTTCCATTAATATTACAGAGTCTTG
ACTTGAGAATGTACATTAGAACTAGATGTCTCTAGATGTAAATTTGTGACCAATA
CTGTTTCAGTATTCCAAAACGACCACTGCAGCTGTCCGGAAGCTCCCCTAGGTTA
TTGCTTATCAGATTTGTAGAGCCAATGTACAATTCAGTTCCTGTACACTGTCATCG
CACAGCAGAGGTGTCGGGTCCATAGAGCTCTCCCGCTGTGCTTTGCGACAAAATC
AAGCTATAGATATAGAGAGCGGCTCCAGCTGAGTAGGGTCAAGAGTCAACATGC
ACCTATCGCTACCTTACATGGAGCACACGGTGTGTTTCGAGTGCAAAAGCCATAA
ATAGTTTAAGAGATCAGTCCTAGTGGATAGCCGGCGTCATCACAGCTGCTGAGAA
GTCGAAACATCCTCCCGGTGTTTCGAGCATTTCACAGCCACATGTTACATAGTGC
CGATGACGATGACCGTCTTTTGTACAGAGTGAGATTGATCAAGATGTTCCAGCCG
ACATCTCGTCGCTAGGACGATAGAGTAAGTTTACTCGCAGAGGTGGCCGACGTCA
CCCGCAAAGATCTAAACATGTTTCGTAGTTTTTTGTCTTCTCTTCTTTTGTTCGATT
CTTGCAGAAGTGGCTGCGAGTCACTCGCGAGAATCAGTTCGAAAGAAGGGGATG
TTGTCTGCACACTTCCACATCTGTGAGGTGAGGTCAAGTGTCGCTACTGGCATTCC
CTTCCCTTAGCTCGACCAGAGCTAGCTCCTTTCGAGATTCACCTTCGAAGGAGGA
TTGTCTGCTTGCGCTCTCCGCATTTCCGGAAGTCGCTTCGGGCATTCCCTCTTCTTG
GCTCCGCCAGAGCTTTGTTTCATAGTTGGGGTTTTCATGGGTCCCATCAGTTCATT
CGAATAAAAGGATTCCGGAATTTTTCCCTGAAGCT





