
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy3G211600 

Gene Model: Brasy3G211600.1.p 

Description: BsyEXPB-11 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-11 

MAGVFTGAVALVAILFSMLVNRSAAGYYAASPARAYSSAWLPAKATWYGAPTGAG

PANGGGACAYSNNNLYPILSMNACGNQPLFMDGAGCGTCYEIKCDYKNNRACSGQP

KRVTITDMNYNNIAQYYFDLSGTAFGAMAKYGQNENLRRAGILDIQFRRVPCNYQG

MNINFRVERGSNPNYLAVLVQHANKDGNVVQMDLKDSGSYGSWTPMKRSWGAIW

RMDTGRPLKAPFSFRMRSEIGATKVAYQVIPVNWKGGNNYWSNVQY* 

CDS (coding sequence) 

>BsyEXPB-11 

ATGGCTGGGGTCTTCACCGGCGCCGTTGCCCTCGTGGCAATCCTCTTCTCCATGCT

CGTCAACCGTTCGGCGGCCGGTTACTACGCCGCTTCCCCCGCTAGAGCTTACAGC

TCTGCCTGGCTCCCCGCAAAGGCCACCTGGTACGGCGCCCCTACCGGCGCCGGCC

CCGCAAACGGCGGTGGTGCATGCGCCTACTCGAACAATAATCTGTACCCGATTTT

GTCGATGAACGCGTGCGGCAACCAGCCCCTGTTCATGGACGGCGCTGGCTGCGGC

ACCTGCTACGAGATAAAATGCGATTACAAGAACAACCGTGCCTGCTCCGGCCAGC

CGAAGAGGGTGACGATCACTGACATGAACTACAACAACATCGCCCAGTACTACTT

TGACCTCAGCGGCACGGCGTTCGGCGCCATGGCAAAGTACGGCCAGAACGAAAA

CCTCCGCCGCGCCGGCATCCTCGACATCCAGTTCAGGAGGGTGCCATGCAACTAC

CAGGGGATGAACATCAACTTCCGGGTGGAGCGTGGCTCGAACCCGAACTACCTG

GCGGTGCTCGTCCAGCACGCGAACAAGGACGGGAACGTGGTGCAGATGGACCTC

AAGGACTCCGGGTCGTATGGCTCCTGGACGCCGATGAAACGGTCGTGGGGTGCC

ATCTGGAGGATGGACACGGGGCGCCCGCTGAAGGCCCCCTTCTCCTTCCGCATGC

GCAGCGAGATCGGGGCCACGAAGGTGGCCTACCAGGTCATTCCGGTCAACTGGA

AGGGCGGCAACAACTACTGGTCCAACGTCCAGTACTAA 

Nucleotide 

>BsyEXPB-11 

GCCTATTGGCCCTGCAGCCTATAAATGCACCGGCAATGCCATCTCATGCCGCCAT

CAGAACACAGACAGGAGAAGTACTCCAGCAAGTACATAGCCTAATTAAGGTTCG

ATCGTGTAGCATATTGTAGTGCCAACATGGCTGGGGTCTTCACCGGCGCCGTTGC



CCTCGTGGCAATCCTCTTCTCCATGCTCGTCAACCGTTCGGCGGCCGGTTACTACG

CCGCTTCCCCCGCTAGAGCTTACAGCTCTGCCTGGCTCCCCGCAAAGGCCACCTG

GTACGGCGCCCCTACCGGCGCCGGCCCCGCAAACGGCGGTACGCTAATTAAGCTC

ATGTTTCCTGCATGTTATTTGCATGCATTAGGCACGCGTGCGAACTCGATCGTTTT

TTTAGAAATGCTTCCTGCATTAGGCAGTGCTAACTTAAAATTACTCCTCACAACGT

ACGTGTCGACGATCCGCAGGTGGTGCATGCGCCTACTCGAACAATAATCTGTACC

CGATTTTGTCGATGAACGCGTGCGGCAACCAGCCCCTGTTCATGGACGGCGCTGG

CTGCGGCACCTGCTACGAGGTGGAGTAATGTATATGCTGCAGGAATTGCACTTCA

TCCAAGCTAGCATGGAGTAGTAATTTGGCCCTGCCTGCTGTACATGATTCCGCTTC

CTGTTTCAGATAAAATGCGATTACAAGAACAACCGTGCCTGCTCCGGCCAGCCGA

AGAGGGTGACGATCACTGACATGAACTACAACAACATCGCCCAGTACTACTTTGA

CCTCAGCGGCACGGCGTTCGGCGCCATGGCAAAGTACGGCCAGAACGAAAACCT

CCGCCGCGCCGGCATCCTCGACATCCAGTTCAGGAGGTCATTTCAGTTGACATAA

ATCAATCAATTAATTAAGCGAAGTACTTCCTCGCTGAACCTGATATGACCGCAAT

CGATGTCAACAACAACAACGACGACGAGCTCGTTCACACAATTCTTGTTTTTTTCT

CGTGTCGCTCGCAATCGATCTGACGCGTACGTCGGCTGCCATGCCATGCCGCTCA

CATATGCAGGGTGCCATGCAACTACCAGGGGATGAACATCAACTTCCGGGTGGA

GCGTGGCTCGAACCCGAACTACCTGGCGGTGCTCGTCCAGCACGCGAACAAGGA

CGGGAACGTGGTGCAGATGGACCTCAAGGACTCCGGGTCGTATGGCTCCTGGAC

GCCGATGAAACGGTCGTGGGGTGCCATCTGGAGGATGGACACGGGGCGCCCGCT

GAAGGCCCCCTTCTCCTTCCGCATGCGCAGCGAGATCGGGGCCACGAAGGTGGCC

TACCAGGTCATTCCGGTCAACTGGAAGGGCGGCAACAACTACTGGTCCAACGTCC

AGTACTAATATTACTGCGATTATGGAAGATCGGCCAATTTCTTGGTGTTGCATGTG

TGATTAATTGGAATTATAGTAGTACTATGTTTTATTTTTATTTTTTGGGTATAAGTT

TTTACTTTTGCAGGGGATGAGTACATATAGTTGTTGTTGTTTGTCTTGATTCTCAA

ATTTGTGTGGAGTGGGCCGGCTAGTGAATTAGAGTCCATGCAAATGATTCACACA

TGGCCCGCTGCCACAGTTCCAGATCGATCTGATCGATTGTAATCTCAAATCAATA

TACTTAGTGTGCATTCTGTCGTTTAATTATATAT 




