IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.4G354900

Gene Model: Pahal.4G354900.1.p
Description: PhEXPA-13
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Query seq.,
specific hits [ Pollen_allerg_1

.
Superfanilies DPBB_RIpA_EXP_N-like superfamily | Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value

[+] DPBB_EXPA_N 422274 N-terminal double-psi beta-barrel fold domain of the alpha-expansin subfamily; Alpha-expansing 44173 2.78e-68
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, PIl and PIll from Lolium perenne. 186-258 3.14e-10

MARTSWSSAMVVAAALVMAAAAAQAQVASAYYYQQQQPAFRASDWQDGSATFY
GDDSGLGADFGGACGFGASDILSLYSTYTAALSTPLFSQGNGCGQCYELRCVNSRWC
NPGSPSVTVTGTNLCPPNWYLPSDNGGWCNPPRQHFDMAPPSFYRLAQRVAGIIPVQ
FRRVPCRRPGGVRLCLQGNYYWLLVYVMNVAGGGDVSDLAVKRAGDPDCNYAHA
SHNWGVTYQVFGALRNARGLVVKMTSYSSPQQTIVVDDAIPAGWSTGLCYQGSNNF
Y*

CDS (coding sequence)
>PhEXPA-13

ATGGCGAGAACTAGTTGGTCGTCGGCGATGGTCGTGGCTGCTGCATTGGTCATGG
CAGCCGCTGCGGCACAAGCACAAGTGGCGAGCGCGTACTATTACCAGCAGCAGC
AGCCCGCCTTCAGGGCGTCGGACTGGCAGGACGGCAGCGCCACCTTCTACGGCG
ACGACTCCGGCCTGGGCGCGGACTTCGGCGGCGCGTGCGGCTTCGGCGCCAGCG
ACATCCTGTCCCTCTACTCCACGTACACGGCGGCGCTGAGCACGCCGCTCTTCTCG
CAGGGCAACGGGTGCGGGCAGTGCTACGAGCTCCGCTGCGTCAACTCCCGGTGGT
GCAACCCCGGCTCGCCGTCGGTCACCGTCACCGGCACCAACCTCTGCCCGCCCAA
CTGGTACCTCCCCAGCGACAACGGCGGCTGGTGCAACCCGCCGCGGCAGCACTTC
GACATGGCGCCGCCCTCCTTCTACCGCCTCGCGCAGCGGGTCGCGGGAATCATCC
CCGTCCAGTTCCGCCGCGTCCCGTGCCGGAGGCCCGGTGGGGTCAGGCTCTGCCT
GCAGGGGAACTACTACTGGCTGCTCGTCTACGTCATGAACGTCGCCGGCGGCGGL
GACGTCAGCGACCTGGCCGTCAAGCGCGCCGGGGACCCCGACTGCAACTACGCG
CACGCCAGCCACAACTGGGGGGTCACGTACCAGGTCTTCGGCGCGCTGAGGAAC
GCGCGGGGGCTCGTCGTCAAGATGACCAGCTACAGCTCGCCGCAGCAGACCATC
GTCGTCGACGACGCCATACCCGCAGGATGGAGCACAGGACTCTGCTACCAGGGA
TCAAACAACTTCTATTGA

Nucleotide
>PhEXPA-13

CAATCGAGCTAGCTGAGCATATCCTATCCAGTTAGCTAGCTCACGCATAGCCTCT
GAACTCCGAGTGGTAAGCTTGGAAGGACAAGAAGCAGCAGCAGCAATGGCGAAG



CTTTGCTCAGTGCTGGTGACCGCAGTGGTCGTGCTCTCGCTTCTGACGAGCCCCAT
TGATTGCACCCGCAAGCTCAGCAAGCCCAGGACAAAGCCCAAGCCCAAGCCGGT
CAGCCACAGGCCGGCACCGGCAGCCAAGGTCAGCCACAAGCCGGLGGLGLLTGLC
CGTCAAGGTCAGCCGCAAGCCGGCGCCTGCGGCCAAGGCCCACCGCAACTACAC
CGCCACCCCCTCCTCGCCGTCCACCGTGTATGGCTCCGGCGGCTGGCTGTCCGGL
GCCGGGGCCACGTACTACGGCGCCCCCAACGGCGACGGCGGCGAAGGTCAGTAG
TGTGTCCATGCCTGTCACGTTGACTTGACGCCGTAGTGTGTACCGTGCATTGCGGG
TGGTTGTTGTGCCGGGCGGTGCACTGACCGGTGTCGCTGAAACTGTGAACGCAGG
CGGCGCGTGCGGGTACCAGACCGCCGTCGGGAAGCAGCCGTTCGACTCGATGAT
CGCCGCCGGGAGTACGCCGCTGTACAGGGGCGGCGAGGGCTGCGGCGCCTGCTA
TGAGGTCAGCAACTCGTATGCTCGTGTAAATGGTGGTCTGGCACACGGCCTGCCA
CTGAACTGTCGTAGCTCAATTATTGCAAAGCTGTCGGCTGGTCGTCCACTCGTCCT
CAAAAACTACGGTAAAAATGTGCAGGTCAAATGCACGACCAACGCGGCCTGCTC
CGGCCACCCGGTGACCATCGTGATCACCGACCAGTCCCLCLCGGLGGGLTGTTCCCC
GGCGAGGTCGCCCACTTCGACATGAGCGGCACGGCGCTGGGCGCCATGGCGAAG
CCCGGCATGGCCGACAAGCTCCGCGCLCGGCGGCGTCCTGAGGATCCAGTACAGG
CGGGTGCAGTGCAAGTACCCCGGCGTGAACGTCGCCTTCAAGGTGGACCAGGGC
GCCAACCCGTTCTACTTCGACGTGCTGGTCGAGTTCGAGGACGACGACGGCGACC
TCAGCGCCGTGGAGCTCATGGAGGCCGGCAGCCGGGCCTGGACGCCCATGGCGC
ACAACTGGGGCGCCACGTGGCGGCTCAACAACGGCAGGAGGCTCAACGCGCCCT
TCGGGCTCCGGCTCACCTCCGACTCCGGAAGGGTGCTCGTCGTCAGCAACGCCAT
CCCCGCCGGGTGGAAGCCCGGGACGACCTACCGGTCGCTGGTCAACTACCCCTGA
ATCGTTCTTGCATTGCCACCAATGGAGGAGCAGTGCGTGGTGAGAAATGTGCGTC
CAGGTTTCGCGAGAGGCGGTGTCAAAGGAGGAGGAGGTTGAAGAAGGGAATGGT
GTTCTTCCCTCCCTCCACGGTCTCTGCATTCCCCTAGTGATGTGTGAATCGTGCCT
GTAGTTTCATTTCTTCCTTGGTCCCTATTGTGCTGTGGTGGAAAGAGAGTTAGAAT
CTTGAGCTGCGACAAATGTTGCATGCCAAGTCATCTAGTTGTGTGTTTTTGAATTT
TGTACTTAGTGCGTACGTCGAAAATCCTTTCAAAATTCAGAGAAATGAATTACTG
CCTTGGTAATTTTCAATCGCGTGAGGAGTTTGCTCTCTCTTGGTTACCTAAGACTA
CAACTAAGATGGCTTTTTTTGTACTGTTTGATTCTTTTTC




