IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.006G031900

Gene Model: Sobic.006G031900.1.p
Description: SbEXPB-37

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086

GENE STRUCTURE

ShEXPB-37 — e
3

L 1 1 1 1
tibp ET [T 15000 2kt

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

s 1m0 125 150 175 200 25 250 265
Lo

Query seq.

inding site 4 iy
specific hits B | Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value

[+] DPBB_EXPE_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 35-159 3.66e-78

[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plil from Lolium perenne 167-243 5.33e-32

MATKMVLCRFVALAALACLLRPGAPVELHRRLSAWSGDAGATWYGAPTGAGSDGG
ACGYQNAVDQPPFSSMIAAGSPSIFONGEGCGSCYQVKCTGHASCSGSPVTVVLTDE
CPGGACLAEPVHFDLSGTAFGALAKPGQADQLRSAGLLKIQYTRVPCNWNGMDIAF
KVDGGSNANYLAVLIEYESGDGELRSVELMQRGGAAWAPMQRSWGAVWRYNSGA
ALQAPFSVRLTSGSGRTVVATNVIPAGWSPGATYRSVVNFNN*

CDS (coding sequence)
>SbhEXPB-37

ATGGCTACCAAGATGGTCCTGTGTCGCTTTGTGGCCTTGGCGGCTCTCGCCTGCCT
CCTCCGCCCTGGCGCGCCCGTCGAGCTCCACCGCAGGCTCTCCGCCTGGTCCGGL
GACGCCGGCGCGACGTGGTACGGCGCACCCACCGGCGCTGGGAGCGACGGTGGT
GCGTGCGGGTACCAGAACGCCGTCGACCAGCCGCCGTTCTCGTCCATGATCGCCG
CCGGCAGCCCGTCCATCTTCCAGAACGGCGAGGGCTGCGGCTCCTGCTATCAGGT
GAAATGCACCGGTCACGCGTCGTGCTCCGGCAGCCCGGTGACGGTGGTCCTGACC
GACGAGTGCCCCGGCGGCGCGTGCCTGGCCGAGCCCGTGCACTTCGACCTGAGCG
GCACGGCGTTCGGAGCCCTGGCGAAGCCCGGCCAGGCCGACCAGCTCCGCAGCG
CCGGACTCCTCAAGATCCAGTACACTCGGGTGCCGTGCAACTGGAACGGGATGG
ACATCGCGTTCAAGGTGGACGGCGGGTCGAACGCGAACTACTTGGCGGTGCTGAT
CGAGTACGAGTCCGGCGACGGCGAGCTGAGGTCCGTGGAGCTCATGCAGCGCGG
CGGCGCGGCGTGGGCGCCGATGCAGCGGTCGTGGGGCGCCGTGTGGAGGTACAA
CTCCGGCGCCGCCCTGCAGGCGCCCTTCTCCGTCCGCCTCACCTCCGGCTCCGGCA
GGACGGTCGTGGCCACCAACGTCATCCCCGCGGGGTGGTCGCCCGGCGCCACGTA
CCGCTCGGTCGTCAACTTCAACAACTAA

Nucleotide
>ShEXPB-37

CACCACTCCACAAAGCACAGCACTGCTCGGCTTGGCTTGGCTTGTCCTCTTCCTTT
GTTGCCATGGCTACCAAGATGGTCCTGTGTCGCTTTGTGGCCTTGGCGGCTCTCGC
CTGCCTCCTCCGCCCTGGCGCGCCCGTCGAGCTCCACCGCAGGCTCTCCGCCTGGT



CCGGCGACGCCGGCGCGACGTGGTACGGCGCACCCACCGGCGCTGGGAGCGACG
GTAAGTACAGATACACATGCACGCGCGACGCGCGTGAACTTTAACAAATTTTCCA
TTCCACCTGCATGCAAAACAAAAGGAATCCGTAACAAATGCCGCCTTCCGGGGAT
CCGGTGGTTATACGTGTACGTCGTTTTTTCGTGTAGGTGGTGCGTGCGGGTACCAG
AACGCCGTCGACCAGCCGCCGTTCTCGTCCATGATCGCCGCCGGCAGCCCGTCCA
TCTTCCAGAACGGCGAGGGCTGCGGCTCCTGCTATCAGGTAACGTAGTTCGGTTA
TTCGTGCGACCGTTTCTTTAAGAGAGTGGCTAGCTCGTAATACTATGCCACTTCCT
CCTACTTAATAAATGACACCGGCGCCGCGTTTGGAGCAACTATAAATTCTGCAGG
TGAAATGCACCGGTCACGCGTCGTGCTCCGGCAGCCCGGTGACGGTGGTCCTGAC
CGACGAGTGCCCCGGCGGCGCGTGCCTGGCCGAGCCCGTGCACTTCGACCTGAGC
GGCACGGCGTTCGGAGCCCTGGCGAAGCCCGGCCAGGCCGACCAGCTCCGCAGC
GCCGGACTCCTCAAGATCCAGTACACTCGGTACGTAAGCTCTCGCAGCGCGCCGC
GTGCACGTGCCGCGTAGGAGTGTAGTACGTACTTGTGCCGTGTCGTACGTTCATA
TACTCGCTTTCGGTGTGGTGTACCGCGTAGTATGCCGTTGGAGTACATTAGGCTGC
ATGCAGCCTCCAACGCACGTAGAGCAACGCCGCGTGACCGTGACGCATGCAGGG
TGCACGTACGTACAAACATTTCTCGTGTCTGTTTTCTCCTTGGTCAATGTACTATA
TAGTGATAGACGAGAAGAGTGTCTGTTCCTCGCAACTTGTCGTTTCGTGCCGCCC
ATGTCCATGTCCATGCATGACCGTCCGCTGGCGTGCGTACGTGCAGGGTGCCGTG
CAACTGGAACGGGATGGACATCGCGTTCAAGGTGGACGGCGGGTCGAACGCGAA
CTACTTGGCGGTGCTGATCGAGTACGAGTCCGGCGACGGCGAGCTGAGGTCCGTG
GAGCTCATGCAGCGCGGCGGCGCGGCGTGGGCGCCGATGCAGCGGTCGTGGGGL
GCCGTGTGGAGGTACAACTCCGGCGCCGCCCTGCAGGCGCCCTTCTCCGTCCGLCC
TCACCTCCGGCTCCGGCAGGACGGTCGTGGCCACCAACGTCATCCCCGLCGGGGTG
GTCGCCCGGCGCCACGTACCGCTCGGTCGTCAACTTCAACAACTAATTAACCGTG
ACCCGGATGCATCGTACGTCCGGGTGCACGCGCGCGCGCGCLCLCGLCCGGGACGGL
GTGGCGCTTGGCTTGGTTTATGATTCGAGCTAGCTGTGCGTGCCTACACCGGCCG
ACGACGACGCTACTGTGTACTGTTGCGTGCGTGACAGTCACCGTGTATCCCCGGA
ATGGCGTGTTTGTGTTGAATATATATATAAATAAAAGCTGGATTATTGGAACTTTT
TTTTTTTGTGACTTAAGCTGGATTGGAACTTGGAAGCGATGTGTTCTGTGTGTTGA
TCGCTGGGTTGATTTCGCTGTCAGGCGTGCGCAAGCCACGCGCCCACACGCCGCT
TCTTCGTGCGTGCGCCGTGCCGCCTTTCGAGGGAAGAAGAGTGCGGCTTACCAAG
TTTGGTAGCGTCATCCACCGGAGCTGATGCTCTCGCGCGCGCCCACAGAATGCTA
AGCGGATCCAACAACATGGTATCGTATTGCGTCGCGGGCGGTGTTCCTCGCTTCC
CGACGACGTGTGTTTCCGTCGGTCGGTGTTTGATACATACGCCTTCGCCTTGGCAG
GTTTGGCCGACGTGCGTCACGAACTCGTGAATCATGTGATGGAAGACGTGCGCGA
CGAGTTCTCTAGTGCTACTCCACGCACACGGCGGGACGGCCAGCCCACCTCTGCT
TGGAGATGGGCCGGATGGTTCGTTCTAACTCCGCACGGGCTAGGGGTGCACTCGG
CCCGCGCAGATGCTACGCTCCACTCAACACGCATTCCTCTGCCAGCAGAGATGCA
ACCGGGCCAGGCT



