
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: BrasyJ092200 

Gene Model: BrasyJ092200.1.p 

Description: BsyEXPA-26 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPA-26 

MGIAGALIFLLSSSCFLARQAAAGGNGGWQSAHATFYGGGDASGTMGGACGYGNL

YSQGYGTNTAALSTTLFNDGAACGSCYELRCDNDGKWCLPGSIMVTATNFCPPNYG

LPSDDGGWCNPPRPHFDMAEPAFLHIAQYRAGIVPVAFRRVPCVKKGGIRFTINGHSY

FNLVLVTNVAGAGDVRSVSIKGTRTAWQTMSRNWGQNWQSNTYLDGQCLSFRVTS

SDGRTVTSNAAVPAGWQFGQTFEGAQF* 

CDS (coding sequence) 

>BsyEXPA-26 

ATGGGCATTGCCGGCGCTCTCATCTTCCTCCTCTCGTCCTCCTGCTTCCTCGCCCG

GCAAGCCGCTGCCGGCGGGAACGGCGGGTGGCAGAGCGCTCACGCCACGTTCTA

CGGCGGCGGCGACGCTTCCGGCACAATGGGCGGGGCTTGCGGGTACGGCAACCT

GTACAGCCAGGGGTACGGCACGAACACGGCGGCGCTGAGCACGACGCTGTTCAA

CGACGGCGCGGCGTGCGGGTCGTGCTACGAGCTGCGTTGCGACAACGACGGGAA

GTGGTGCCTGCCGGGCTCCATCATGGTGACGGCCACCAACTTCTGCCCGCCAAAC

TACGGCCTCCCCAGCGACGACGGCGGCTGGTGCAACCCGCCGCGCCCGCACTTCG

ACATGGCCGAGCCGGCCTTCCTCCACATCGCGCAGTACCGCGCCGGCATCGTCCC

CGTCGCCTTCAGAAGGGTCCCGTGCGTGAAGAAGGGCGGCATCCGGTTCACCATC

AACGGCCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTGGCCGGCGCCGGGG

ACGTGCGCTCCGTGTCCATCAAGGGCACGCGCACGGCGTGGCAGACCATGTCCAG

GAACTGGGGCCAGAACTGGCAGAGCAACACCTACCTGGACGGCCAGTGCCTCTC

CTTCAGGGTCACCTCCAGCGACGGCCGCACCGTCACCAGCAACGCCGCCGTGCCC

GCGGGATGGCAGTTCGGACAGACCTTCGAGGGCGCCCAGTTCTAG 

Nucleotide 

>BsyEXPA-26 

ATATCACTCCCGGCCTTCAATTTCTTTTCTTCCTTTTTTGCTCTATGATGTTGATCA

CCGAATTTGGGGGAGGAAGAAAGAAATGTTTACTGCACCAGCGCTGCGCACGGC

CCCGAGTTTTCCAACCGCCCACCGGCACTAAAAGCTTTTAGACTGGCTATAAATA

CATTGGCTTGGAGGAACCGAAGCTCCTCACTGCCAACCGCTCTGCTGTTTTAGAG

GAAGCTACACAGCTCTTAGCCATGGGCATTGCCGGCGCTCTCATCTTCCTCCTCTC

GTCCTCCTGCTTCCTCGCCCGGCAAGCCGCTGCCGGCGGGAACGGCGGGTGGCAG



AGCGCTCACGCCACGTTCTACGGCGGCGGCGACGCTTCCGGCACAATGGGTGAGT

TTAATTTCTTCCCATGAACACTACTACTAGTAGTACATACTTAAACCTTGTGAACA

AATTAATTCTCACACACGGGGGGCTCTTTCTCGCCGTGAAATTCTGCAGGCGGGG

CTTGCGGGTACGGCAACCTGTACAGCCAGGGGTACGGCACGAACACGGCGGCGC

TGAGCACGACGCTGTTCAACGACGGCGCGGCGTGCGGGTCGTGCTACGAGCTGC

GTTGCGACAACGACGGGAAGTGGTGCCTGCCGGGCTCCATCATGGTGACGGCCA

CCAACTTCTGCCCGCCAAACTACGGCCTCCCCAGCGACGACGGCGGCTGGTGCAA

CCCGCCGCGCCCGCACTTCGACATGGCCGAGCCGGCCTTCCTCCACATCGCGCAG

TACCGCGCCGGCATCGTCCCCGTCGCCTTCAGAAGGTGCGTCGTTAATTAACTTC

GTTCCTTCTTGGCACGTTAATTATGTACGGGCTCGCGACTTAAGTCTGTAGTACCG

TGTCCTGTGGCTCGACCGACCGAACCCCATGGTTTTTAATTCACCAGCCACGACG

ACCCAGCGTCGGTCGGTTTGAAGATACGCGGGGGCCACGGTCGGTTCGGCTCATA

AGTTTTAGGCGGTCCCCAGTCTGCGCGCGGATTCGATACGGTGCATGCGGATAGG

CAGGGCTGCTGCCTGGTGCACGCATGTGCTAGCTGTGCCATTAACGTTACAGCTT

CAGTCCTCCCGTGCCAATTGACGCGGTCCATCGATCCGGACAAAATCTCGGGCTT

ACGTACTGATGAGGCTTTGTGTGTGCAGGGTCCCGTGCGTGAAGAAGGGCGGCAT

CCGGTTCACCATCAACGGCCACTCCTACTTCAACCTGGTGCTGGTGACCAACGTG

GCCGGCGCCGGGGACGTGCGCTCCGTGTCCATCAAGGGCACGCGCACGGCGTGG

CAGACCATGTCCAGGAACTGGGGCCAGAACTGGCAGAGCAACACCTACCTGGAC

GGCCAGTGCCTCTCCTTCAGGGTCACCTCCAGCGACGGCCGCACCGTCACCAGCA

ACGCCGCCGTGCCCGCGGGATGGCAGTTCGGACAGACCTTCGAGGGCGCCCAGTT

CTAGCCTCCCTCGGGCCGGCCGCCGCAGCAGGAGATATATACATATCGATCTTCT

TCTCCTAGATTAAGCATTGGAGAAAAGAATTTATTTTGCATGCCGATCAATCATG

CAAGAGAGGCATGCAGAAGCGAACATTAGGCCTCTTCGTTATAGTGCAAGAAAG

AGGTTCCGGTCCCGGGCTATGCTGAGGGCTGCTAATTAGCACCCCGCTTAGACGT

TTTCCTTCTCTCCTGTTCATGAAAAACTTGAACTATCAATCAAGTTCTCGAAGAAG

AAAAATTGTGTTAGTAGTTATTACTAGCAGATTTGGTGGTTTGTACTAGTACTGGA

GTCGTGGAGTACTACTTTGTACTGGGCGGTGGCCTTTGTGATGAAATTAAAATTC

GAAGGCCATATTTATGGACCAATGCTCTATCTAGCTGCACTGGAGTAGAGCTGTG

ACTTTCGCTGTTTGCTGGGCTGTTATAGCCCCCGTGTCCGGCCCGTATCTTCAAGT

CACATGGGTGGAAGATGTTTGTGGGGCATCAATGTCGTGCCTTTTCTGGAGCGAC

GGCCAGCGTCGGTTGCCGTGTCCCGTTTTGCCAGTGTATGCATGATAAGC 




